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Polic Networks

EZ Search s our most popular search option. Type in anything — a gene, a drug, a disease, a pathway, etc. and retrieve the data for

» Proteins * Peptides * Compounds * Genes * RNAs #» EC Numbers
* Maps # Diseases # Interactions # Processes + Reactions # Articles
 Drugs (incuding o Network Objects  ® Netwarks

Biokgis)

BREREREE

) 4

EZ Search

/ TNF
3 —

[Lssarch () Exact match

Objects Found Results

Genes (206)
Gene Aberrations (2185)
Proteins (763)
RNA (927) (=]
Compounds (3)
Network Objects (118)
Interactions (4132)
Drugs (21)

Biolagics (21)
GO Processes (50)
Genes, associated with GO Processes (111
Toxic Agents (1)
Maps (464)
Networks (125)

a

Selected Genes

I SavefExport # Drug Look-up
3D search Pathway Maps

8 Search Saved Netwarks

5% Build Network

() Gene Details

TInf tumor necrosis factor (Mus muscuius)
Entrez Gene (Locus Link) ID: 21826
Thomson Reuters Integrity: Tnf variant 1 (Mus musculus), Tnf variant 2 (Mus musculus)
Symbols: DIF, TNF-a, TNF-alpha, TNFSF2, TNFalpha, Tnfa, Tnfsf1a, Tnlgif
Synonyms: tumor necrosis factor-alpha, tumor necrosis factor ligand 1f, tumer necrosis facto|
Gene Type: protein-coding

Description: This gene encodes a multifunctional preinflammatory cytokine that belongs to th

Associated with GO Processes: JNK cascade, MAPK cascade, activation of MAPK activity, acfiv

Tnf tumor necrosis factor (Rattus norvegicus)

Entrez Gene (Locus Link) ID: 24835

Thomson Reuters Integrity: Tnf (Rattus norvegicus)

Symbels: RATTNF, TNF-alpha, Tnfa

Synonyms: tumor necrosis factor alpha, tumor necrosis factor (TNF superfamily, member 2), Jui

Gene Type: prg oding

Description: cytokine; binds TNF receptors; plays a role in

Potential Diset for: Acute Lung Injury, Heart Failure
Associated with GO Processes: JK cascade, MAPK cascade, activation of MAPK activity, aclfv

of cell pralifer fi

TINE tumor necrosis factor (Homoe sapiens)

1 (M TNF (Homo sapiens)

Thomson Reuters Integrity: TNF (Home sapiens)
Symbols: DIF, TNF-alpha, TNFA, TNFSF2, TNLGIF
Synonyms: TNF, monocyte-derived, APC1 protein, tumor necrosis factor ligand 1F, cachectin
Gene Type: protein-coding
Description: This gene encodes a multifunctional proinflammatary cytokine that belangs to thy
Potential Disease Biomarkers for: Abortion, Habitual, Abortion, Spontaneous, Ac: i
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: TINE tumor necrosis factor (Homo sapiens) Tnf tumor necrosis factor (Mus musculus) Inf tumor necrosis factor (Rattus norvegicus) I
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B{EFLa—FE®T

Q Gene | £ Build Network G
p
Table of Contents General
B General ~ Gene Details i
ters Integrity
External Databases
Vendors THE
Groups/Variants Symbols TNF, DIF, TNF-alpha, TNFA, TNFSF2, THNLGIF

Full Name tumor necrosis facter

Synonyms TNF, monocyte-derived, APC1 protein, tumor necrosis factor ligand 1F, cachectin, tumor necrosis factor-alpha, TNF, macrophage-derived,
tumor necrosis factor ligand superfamily member 2, TNF-a, tumor necrosis factor

Description This gene encedes a multifunctional proinflammatory cytokine that belongs to the tumor necrosis factor (TNF) superfamily. This cytokine is mainly
secreted by macrophages. It can bind to, and thus functicns through its receptors TNFRSF1A/TNFR1 and TNFRSFLE/TNFER. This cytokine is invelved in
the regulation of a wide spectrum of biological processes including cell proliferation, differentiation, apoptosis, lipid metabolism, and coagulation. This
cytokine has been implicated in a variety of diseases, including autoimmune diseases, insulin resistance, and cancer. Knockout studies in mice also
suggested the neuroprotective function of this cytokine. [provided by RefSeq, Jul 2008]

Chromosomal [ed chré 6p21.33

Location

Predicted Target of Bl e

microRNA by

TargetScan

Species Pl Home sapiens

Orthologs [Bl Canis lupus familiaris, B0 Macaca mulstts, Bl Mus musculus, B0 Rattus norvegicus, Bl Bos taurus, B Pan troglodytes, Bl xenopus tropicslis i

e [Table of Contents]@ A i5[Interactions]%

HEERFEBRORRIER 2099,
TNFEEFICEETHHEFRO—ENRT

T ShEJ,
Gene | i Build Network
HEERAOMIZEEYT S/ R/ yT
XY
Table of Contents Inferactions D 'h i /N TAYY
- s
et TrT— ¥ EET
e g e , PERBEWEETHENT 0
Thomson Reuters Integrity Resutpages: |1 2 3 ¢ 134 (Showing results 13 567)
s"tz”‘a‘ Dateboses # From To Direction Effect  Mechansm
endors
1 T sEA —@— | ¥ TFRLsduble Outgoing Activation Binding B § o A
/Variantg A —
EZ:”o 2 T mea —0O— | T nER2soible Cutgoing Activation Binding B G enerall\ Y/ -G 'iﬁ % * % a) m; a) 1& ~
s 3 T Eaphe | —@—+ | Y cramrRsE12) Cutgoing Activation Binding B . a - =
[nteractons 4 T mrabha | —O— Y DERL Cutgoing Activation Binding E) lntegr'ty& =] t IJ /9&&1# L-Cb\i a °
5 T TFaipha | —G—» Y TFR2 COutgoing Activation Binding B
6 T raph: | —@— | T mT-27 Outgoing Activation Binding B
7 T TF-siphs | —E— | Bs6T2 Outgoing Activation Binding B
8 T mrsophs | —O—» | T cieel Outgoing Activation Binding ) 7 . . . .
= 3
;w_ﬁ B o LT T . Filter#8ET. Direction, Effect, Mechanism
10 T 1Eabhs | —@— |T c0137lcandMiESFS) Cutgoing Activation Sinding - o — >
1 T E-sphs | —G—+ Y 0NFRSFS) Cutgoing Activation Binding B o) 39 o) ﬁ )J—'-‘ b\ b *E E 1’E m &ﬁ l’) JA t} — t b‘ I:I|
12 T TF-apha | —E—> || & capha Outgoing Activation Binding ) "
13 T TEsipha | —E—» | vE2IMAPAD) Outgoing Activation Binding ) ﬁb
19 T TFapha | —@G—» | T Rab-5a Qutgoing Activation Binding B g Bo
15 T b | Q> fErr Cutgoing Activation Sinding B
16 T TE-siphs | —@—» |  RAD Qutgoing Activation Binding =
17 T TF-siphs | —@—» | T Rar2 Qutgoing Actvaton Binding B L == . . I
= = "
g b— KEDFES. F=[&Link infox)vILT. %

DHEERICETIHAD—KERHER,
e |
I [MetaCore®Referenceff#g]

+ MetaCore TIXEMAD RV INLEEHRA TIRREZIERLTLET . TOR. TOHBEEANRREICED LS
ISR S SN TLNDDOM 0, BERFE, EALCell LineDFEHREGEELHBTRELET .

« EndNoteZZFIADBE XIS XIRIEHREEXport TEET,

Link Info

Link Effect Mecharism
NEKR —{Dr—e INFalpha Activation Transcription regulation Homo sapiens, Mus Musculus, RATUS Nonwegicus
References
) Hide All Details &1 Show All Details *¥ Export to EndNote

1 @ Veeraraghavan J, Natarajan M, Aravindan S, Herman TS, Aravindan N
Radiation-triggered tumor necrosis factor (THF) lpha-Nrkappall cross-signaling favors survival advantage in human cells,
0

Mote NFAB state Mechanism Effect TNF-aipha state Methods el ling/Tissue
Wihen lonizing radiation induced parsistent NE-kB (NF kappaB) activation is muted there is a significant decrease In NE-kB (HUBAN) Influence on expression Activation TNE (HUMAN) transcript — agonist, enzyme linked  MRJZ, SH-SYSY, SK-N-
sscrtad THF (THFaloha). Radistion triggsred THFs-NFiappaB crosssignaling favers survival sdvantage in human immunosarbent sssay, ME
neuroblasioms Calls reaktme reverss

transription per, inibitor
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REBRT—H(BEFRET—NNETYIA—FT5
MetaCore Tl&, YA/ VA7 LA RRBIN THONZHRET —2. BLUBET 22 EFTLVEGTFIAMRBEYMIRMEE

MetaCore EIZHUAH . TV wF AU MMEN, Ry T —OBITEEE TSI EMNTIRETT .
CITlk, BIEFHRIRET —4%MetaCorel CHGAD B D EEFERL LU T7YTO—RAFEZSBANELET,

7v7O—KFE

O +—LE@EHB[Upload| DFTEER.

* % dlay =2 % O g
i::m; MSiter;gl:r e aws& Oneick o Custom e 7“le:|_Fd_éT_@@E%E'-ﬁLTZUJbi

lysi: « —— ., —
A ot BER, CCTROBEFIZFAILVEANVSDT,
‘ou can upload your experimental data as well as list of genes/proteins/metabolites. [Upload EXperImentS Wlth Gene or Proteln

I Upload Experiments with Gene or Protein IDs  [Zh I 9 I DS] E%*R o

: Upload Metabolites [ 0
9 Upload Interactions [F g
Lo (\A:jl BEF- ANV BORBEILT—20OMIZ,
e - K&, BEER. #BiEX (EMetaDrug) .
v BEFEROERL7YIO—FAIETT,

Data Analysis Wizard (General parser)
ol o el e Data Analysis Wizard E@EIZ#1T. [#iR1%2
JyoL, T—REEET S,

O --<izcoF—sEER,

B) 7y I O—R AT — SR RIC DL TR
T LTVET, LA EE TR0y

A—RAMgEA T —4 X 1E JTBEEL,

© NextizyUvY,
[ F ] G [ A ] w \
Sample1 Sample1 pvalue Sample 2  Sample 2 pvalue  Sample 3 Sample 3 pvalue  Sampled  Sample 4 pvalue

1.459459458 0.92617 -3.06944444 0.992457 -1.3 (0.966908 1.93548387 0.951005

-1.139269406 0.284747 -5.5252809 0.64131 -16.5925926 0.732537 -1.83197832 0.150527

-1.495049505 0.621816 -1.19522526 0.175989 -3.24791418 0.250724 -7.47945205 0.697453

-35 0.94553 -1.01166181 0918663  2.2238306 0.995137 3.92105263 0.933135

-3.671428571 0.849473 168571429 094553 -1.1802974 0.849473 -6.80769231 0.978134

-1.405405405 0.94553 -1.46900385 0.732537 -4.7T7975376 0.748276 -1.03370787 0.872355
o T e TTT T e e e e e e e e m e mmmm_—— H
| [Py T O—R AR T — 5] i
. I
! <TFPALDHR> :
I+ Excel 2003-2007 Ty (xIsER) F=(E, A TRIYD text B, I
1 ° 1DOASLIZDELDDIDDHNAhEShI=T71 L, :
!+ 1HIEALIREICID, REX{E (Fold change, Intencity%) WEIZIHELTP-valueBRAhEShi=771 )L, I
: (EBDOERT—INHLIBEFRERIEZESRTANTHET—EICTYTO—RH AT 8E) -
ae s I
:<%ﬁﬂﬁﬂ%ﬁm> :
| GBEF-4v0HE) RefSeq IDs (e 34m) !
I EntrezGene (LocusLink) IDs Unigene IDs Chemical Name :
: Gene symbol (e.g. TP53, etc.) ENSEMBL IDs Formula :
: Affymetrix tag ID (expression) rsSNP IDs Molecular Weight I
I Affymetrix tag ID (exon) SwissProt IDs SMILES :
! Affymetrix tag IDs (SNP) IPI IDs InChl I
1 lllumina tag IDs (expression) GeneBank IDs CAS Number :
: Agilent tag IDs (expression) miRBase IDs KeGG ID :
: Codelink tag IDs (expression) Panther IDs PubChem Compound ID I
L OMIM IDs MetaCore gene IDs Compound ID :
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Data Analysis Wizard (General parser)

@ only first 10 lines of your file are shown. Use horizontal scrolling if needed.

Use checkboxes against each row to specify table header lines

Specify the column types in your file:

File data

Expe iments name prefix | TSR] ]

Colapse

e

—

1.45045045045046

-1.13926940539269 0.284747 -5.5252808988764
-1.19522525991529

-1.01166180758018

-1.4950495049505 0621816

31310_at 3.5 0.34553

-3.57142857142857 0840473 1.68571428571420

51312_at -1.40540540540541 054553 -1.4690038477982

31313_at -2.1588785046729 0837065 -7.51082251082251

OOO000 We]

0.67917 -1.33634311512415

1.85641025641026

31314 at
31315 at 1.21538461538452 0.837065
<0 i 1

-1.43167701863354

0.982457
0.64131
0.175988
0.510663
0.84553
0.732537
0660442
0.861235
osees .

h

(o)

Data Analysis Wizard (General parser) [ <<Bace | |[Lrext=> ]
Species .
WIS THUSCUIL S
Rattus norvegicus ‘
Background processing status
25 Refresh Addall % Delete Auto refresh
# start tme Endtime  Type File location Network objects  Status I sl
1 07/27/201422:39:50  22:40:10  General il Psor fold change al [B show location view S DONe

4

Flle Edit View Tools Help

& B 4%

Home My Data

"_J Activate/Deactivate

Type

———
(] EXPERIMENTS

05/20/2014 21:01:39

(o) e Lo ey
05/28/2014 02:55:43
07/22/2014 06:17:18
07/22/2014 06:18:38

CINETWORKS LISTS
1 GENE LISTS
CINETWORK OBJECTS LISTS

CIENRICHMENTS 07/23/2014 01:35:51
1 SAVED NETSHOTS 07/23/2014 06:07:48
CawoRKFLOWS 07/31/2014 07:20:41

08/06/2014 06:26:38
08/06/2014 06:32:52

D VARIANT DATASETS
(3 VARIANT EXPERIMENTS

.. [..] Active Data

B Psor_fold_change_all_Sample 1
@Psorjoldichangaiallisamp\a 2
iE) Pzor_fold_change_all_Sample 3

Asor fold_change all_Sampic 4

Name Type Date

GX 07/28/2014 02:40:10
Gx 07/28/2014 02:40:10
GX 07/28/2014 02:40:10
GX 07/28/2014 02:40:10

QUICK GUIDE SERIES

O step2ciz. BRULEF—4DT7 (L% . B
R INTBGFID-RER{E-P-valueDFEHIC
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RET, FvINAVET,

0 [Next]#2Yv%7,

© BEERR. Eh-IIR-SYRDIEN DR
*Rﬂ-ﬁgo
SEHAVWTWAT—REEFDT—EEDT
[Homo sapiens]Z&:&RLET .

Q [Next]Z#2Yv%,
Background processing statusDEHEIZF#
TLFESS

@ Status$h%100% (Done)lZ#EofzoT—2D 7y
jl:l—l:ﬁﬁ%_]' o

@ MetaCore ky FR—S M [My Data]® F D
[EXPERIMENTS]| D HRIZTF—42 (&M h D,
T—ANR ARSI, BEEEBEHRAA
AHLTLEESLY,

) PyFo—F&, EXHICEEBHICT—4
- HActivateshET . HL. ActivateSh TLY
BWMERIX, T—2REFTINII9OT S

N T—=RDEDFVIR—9%EI)vIL
TLEEW HZFT —A%Deactiate LT=L V5
ALR%TY,

| [RERS— oY — S TR N REFRET— S ORIFIOUT)
| - REFREMIETIDE BIRERNA seq) 5, MROY—LHEAVTHORREBBETERET 52
1
1

ERBEBELRYET , ChoDFERIZIX, BETFID, RRESLUP-valuehA T EFET DT, COBRRTT—4%
MetaCorelZ7yFO—Rd 3 EMAREICRYET,

ISURATFIT4UR
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COEHTIE RYRAENT ROV TIDDOHOERRT —2D 7 AL, BIEDRET A EECHENLET,
ERT O MEEHERL. BULRAELZRET S ET/AXPLERENGRRECEIMYRCENATREERYET,
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ile di iew ools el e H A —_—
B B oh e ' 0 MetaCore®Start PageDEEBT—42 L THY
: }Nae eactivate SR U “ 9
| oo T = 153 Copy Cirl+C )7
___________ G5750/3074 1:51:38" . % cut o Cirl4%
ample AUy —_ ~ . o
o e 07/28/2014 02:40:10 ) e Faﬁl.\f:)(—:l.—ﬁ\b[PrOpertles]’&ﬁ#{o
EyPsor_fold_change_all_sample 3 @ GX 07/28/2014 02:40:10
EyPsor_fold_change_all_sample 4 @ GX 07/28/2014 02:40:10 ® Delete Fa
A) BHYYID A= 1—HETF—AD LD
e EOHIRGELITOTUL=EITET,

2 é Download File. ..

Id converter...

Update Experiment,File...

FOnRT4EEIC#EIT. FYyF7O—FLIZIDD4
147 . 8. T BTV TEORERERTEE,

0 [IDs recognized| DEFDIH%ED)v7,

B) F—5&7yIO—FLEE AR, $RED
Threshold &% U'P-value D Threshold D ERK D

BRELTHRTEET, T BEITIELT
DescriptionZ &3 C&EMTEET,

Dataset info: IDs recognized e 7‘)7 D — P LT— 7—_0_9/ MetaCO re W -G*‘:I-,;f.:\j_
e T e o 5] e BrYrT—HIF TSI RREENET—%
o e /S BEEINGD ST —RE R,
. = o SCTRRYNI—OF TS OB EENE
- - = o TR @FICALLhET—2)ERRLTL
e oy iy oo *9,

. O riz=BT— 508 TERET b, ATERER
- 0o - ove LI=WF—8EF TN YvILT 9747125 %,
ke . (RDF TyII— BTN HRE)

@Pscr_Fc:Id_change_aII_S29P=S29N ° GX 07/28/2014 02:40:10
E Table |

i | View H .
File Edltl |T:m|s Help ﬁi Gene Lists._ .'

—— i
Metwork Object Lists. ..

a

0 MetaCore®Start Page®|[View]& 92Uy,

© (signal Distribution]&5Y w4,

Saved MNetworks...

o

% % s Metwork Objects...

e EQE.xperimfant.Séﬁsﬁcs... : D Clariyate
)l--| lil signal Distribution... i Analytlcs
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0 O F—505tERTISTERT, I5TE4T
WHOUYYHILTELIZEFDEFERRDO I FIZHEK,
e ChHDESRETIREESRELET.
| () ALESHRERICRTHEETSIH
| l T DRSRAVESHAEEL,

D) P-valueDIEMNHDIEE (L. BRICH MERE
PRI BHENTEET,

| I
RREDELE
@ @ MetaCore@Start PageT[Tools]|&9Yv%,
File  Edit View| Help @
& B of ok : @ e 4= 21— 5[Set Threshold and
MIW Set Threshold and Background List... | (I Background List]&2V)v%.,
Il Functional Ontology Enrichment 4 Date o
My Data Interactome for Experiment(s) »

25 EXPERIMEN :
{dPsor_fole 5% Build Network from Active Data...

Build Metwork from the List...

@ RBEEICRELZHRELILMESIX[Threshold].

. _ P-valueMIJFE(L[P Threshold]IZZFhEhiE
@ List Operations... Elj] i

Filter Experiments. ..

(E) BEFRE-42/OBEBEOTF—4([GX]

[T rrrrrm—p— T ORI BT —4) [Z[General IS A
@ sactruns i evis () ALEYT . RBEMOT—2 (MXIDET H3+
= LV=F—4) [£[MetabolicllIIZA ALET,
[E \F) BEICIECTDNARA/O7 LA ED /YD
L!st Source @ Array © Gene list @) Network object list @ 75!‘?‘/ PIJ X FE%E?% :aﬁ“ﬂﬁg—c‘j— )
(13](INEZ DB
) Pathway Maps N
e 0 (6) TUYYF AU MR (SR TARITE) T
e = e = C [IBTRICRHEZRTET S LM AIRETT,
e -
T f=12L . Build NetworkIZD WV TIXRR{E D&
EIXXREHOAETEMITITOTHEDLE
BHYETS,
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KERT—ADIU)YF A MEHT (Pathway Maps)

ST BEFRBET —2ICHLTIV)yF AU MBI EIT>TVEET,

EZRA—kA=a1—Hi50ne-Click AnalysisZ:#3RL . Pathway Maps > bAS—Z{F o=\ Rz fEHETRENLET,
MKIVYFAUMENEIE, T—53% . P FEHEEERBERICE SV TEEINZNARIIAIVTORIENT—H  F— LY —
MofdA O —LBoLEHLE . TN EYMENERICETHHHMCIERZIE > TLEMNTAETT .

INRT) AT FIR

) Psor_fold_change_all_S29P=52aN 07/28/2014 02:40:10

'S0l all_S24P=524N 07/28/2014 02:40:10
@Psarﬁfaldichangeﬁa\LSZBP:SZSN 07/28/2014 02:40:10
= Psor_fold_change_all_521P=521N v GX. 07/28/2014 02:40:10

7 23
F X # ] B N
Genomic Mast Popular Workflows 2§ One-dick
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Network Bookmark

Add Rebuild Objects Interactions Filters Pathways Legend

>Add: BBEINI=R YR T—VIZFH LRV T—0F T oo hEBMT DHEEE, 7)LT 1) X LlEShortest paths
algorithm(FFEDHEEAZEER),

>Objects : EINTRRINTNDERYNT—IAT IR L, —BHICERT/IRRTEZVVEZ S, BB
B5HYNT—OF T IMIT+—hALTERIRT DI EM AR,

>Interactions: FYRT—V EIZHET R TOHEEERAMNKRTEN., Filterte TEB T HERADAHERTTHL
HYETEE,

>Filters IRBA P EILTA  MBGEICBEET IRINT—IA T O IMIT+—hRELTRYND)—0F TSz
IhERTT Do Animate R AEEEEFIRAT 5L BIRUL-ERDIERZ . XEITNAFALSEEHIETER YL
T—OF TV DFHERY H<THIEDATHE,

>Pathways: %y T—9 EIZHDN/ ZHILISR DA IR LERLIZ/ SRV A FRY Z<NA ST DHERE, 2
DUEDNR YA FIRLANIMate RAVE D VI T HERBITNATANENTZNR DA HRTRT HIEMNT
&b

AEo

>Legend: &y I —9A Tz OM HEERA., A H=X LDOFEER) AMEPDFTER TR,
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Network Menu

| File Edit Selection View options Zoom Objects Show Performance Tools Layout Trace

>File:
>Open: RESNTLDRIDRYET—UF KT,
>Save:MetaCore LIZHEELI-RYbT—0% &7, (Network ToolbarlZR#DH#EEEHY)
>Save as:MetaCore LIZHBELI=R VLT —OZFED LRI TRENTEE, Save asDRFD A HH+
MERETFEA T avhHYET, 5¥L<IE. Quick Guide Series No.7#S 8,
>Export image : #ELI= R YT —V%EPNGHR X T, A—VEEE R T, (Network ToolbarlZ R4k D
BEHY)
>Send by e-mail: BELI-RYET—I DA A—DEBREA—ILTRLRITEE,
>Revert: # R ERIRLA T a v FIRRICAVSFILDRYNT—IIZR S,
> Statistics : BEIN =R YT —VICEATIME, (RyLT—V(CBHETIERT 2. HRALGRYET—
VAT URDIERA. GO processes. B WCHBIGE DEHRET—T LK TR, Excelle X TH B
METRE)
> Edit:
>Undo: ERTOEFEDERYEL .
>Redo: BERIDEEEXBEZELT,
»>Show all hidden objects: JERRLIzR YT —IF Tz VMEBERRIE S, (Network Toolbarl 2Rk
DHEEEHY)
> Collapse logical relations: %7 1=yt & & KR, (Network Toolbar[ZRI#k D EEHY)
»>Expand logical relations: #8 & %47 1=y, KRR, (Network ToolbarlZFE#ED#EEH V)
>Selection: 2y T —0A T HR%EFER,, (Network Toolbar| ZRl#D#EREHY)
> Selection : (Network ToolbarlZRE# D #aedHY)
>Select all: RYRT—I EDRYRT—IF T O EETEIR,
>Deselect all: BIREN =T RTORYNT—HF T O DR,
>Inverse selection: Ry T—9F T HFDRIRL-RREFRESE D,
> Select Therapeutic Targets : EF|IEHRAUNERSN TLD R YT —UF T I REFEIR,
»>Advanced selection: 73 FHEEFEHREALTRYNT—UF T MEER,
»>View options:
>Loc mode: BEMBEENSEAMEIYTRR,
»>Gradient mode: F)HiEE. RyrT—OA T OO OHEBEER . A= X LB DIFENERT.
»>Greyscale objects: # vk T —9 AT IR EE/VORRITEE,, (Network ToolbarlZRHR D EESH
V)
>Greysclae links: B E{EAZEE/VOKRTKRIZER,
»>Zoom: (Network Toolbar(ZE# DH#EEHY))
>Zoom in: Rk T—YI DI KT TR,
»>Zoom out: YT —IDHEINRTR,
>Zoom to fit: B R RICEHE TRV TI—IERT,
>Obijects: (Network Toolbar(ZE# DH#EEEHY)
>Find: Ay rT—O LD RYNT—IDIRFE,
>Zoom inicons: rYrT—IF TV DILEKREK TR,
»>Zoom out icons: YT —oF Tz I DffEINER TR
>Zoom in text: Ry T —IF T OB DILKRE TR
»>Zoom out text: FY kI —oF Tz HR B DFEINKR TR
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»Show:
>Toolbar: Network Toolbard &R R~ &,
>Seed nodes: —K/—RTHA IRV IT—0F T HFDRTRUE,
>Expression: 1>y LI-RIBIEODRTUE,
>Effects & mechanisms: e E{E AP AN LDRTYE,
>Fade edges: #HE{EFDERDTRTLIE,
>Edges markup: A/ ZHILINZAD A DRRPRIYNT—IF T2 VRDBDHRITAX,
>Hints: h—YILEA T HMBELI-EEOEL DR TYIE,
>Loc lines: MIBENBERTFDOLANY—XTE ., (Loc ModeF| FH i D & E i)
»>Compounds and Reactions: {t & O RIGDFRRYE,
»Compound names: L &¥& DRRUE,

»Performance:
>Highlight on rolling over: A—Y JLZEBEILIZIRICEB DA TV OHEERZ N1/ S B 5148
DY,

>Show edges while dragging: Y VA TRV I —0F Tz U BENTHEDOHEEERORTDOUE,
»>Drag neighbours: ¥V A THRYNIT—0F T VMEBEILZIE. RBICBEELEZ-R VNI —V18HET
BRESEOHEEDUE,
»Tools:
>Brush: 8 EEA%E/\151 k., (Network Toolbar|ZE#k DH#EREHY)
>Align SERLI-R YT —0F T HEIE R TR, (Network Toolbarl ZE#D#EEEHY)
>Hide unconnected: ZiRL =75 X 2—%JEFK R, (Network ToolbarlZEHD#EEEH V)
>Interactions filter: FilterCIE ELI-HEEAD R~ IERTDLE,
»Layout:
»>O0rganic (hub-centric): NI 3 FEFILIZ/—FPITyCHEREL THE,
>Subcellular Localization Left to Right: #il@ N B EZ ENSENHEE,
>Subcellular Localization Top to Bottom : i@ N B 1E % £ H o> T i,
»Trace:
>Trace mode: N\ —RIEBEE T VT4 7129 21, 7OT4T12 5L Ry T—0F TV MOHEEE
RAMNFFERIZRTIEND, BrushigEZELVEB 3 AMEEERRYNI—VICHNZEDITAHIEMTRE,
>Lock non-traced: kL—ALTWWEWRYET—IF TV DTRTOREICAYIEMN TS,
»Reset: k\L—ZADY) vk,
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Network Toolbar

Dt =0

TAaAV %

Select

FITVzYMERER

Advanced select

DFHEEFEREANTAH I D INEER

Invert select BEIRD R &R

Brush MREEREN1ZM4b

Move FYRIT—0%E—ETHEE

Zoom to fit EEYAXIEHETRYNT—IFRT
Zoom in FYRT—YEIRKRT

Zoom out FYhT—YERINKRT

Zoom in object

FYNT—=DA T O ORNEIRR R

Zoom out object

FyRD =D AT U EMEINR R

Zoom in text

FYNT—OAT O VMR EIRER T

Zoom out text

FYND—OA T OO B EMEINRTR

Hide all selected objects

BIRLE-RND—0F T OO IERT

Hide all unselected objects

BIRENTWEWRYNT—IF T OO R R

Hide non-connected

BIRLI=V5R3—EIERTE

Show all hidden objects

RRIZHESI=E2RYNT—OF T HMERTE

Save network

TN —DOERE

Search

FYNT—OF T UM e

Export node

FYRI—=0F T O RUMEEERBREE N

Bl || m| o) R 2] le|]e|e | N E|F |

Export image

Iy —o%EERH 5 (PNGRER)

2 Clarivate
Analytics



MetaCore™ QUICK GUIDE SERIES

FAay 74U HERE
Oy Collapse BIRLIE=RYND—0F Tz HRET IL—T 1k
Expand JI—TIL &R

Collapse logical relations

HJAZubEEARRT

Expand logical relations

HEHEREY T 1I=ZYrRTE

Collapse downstream

BIRUIzARYN T =0T OO ZDTRET L—T1E

Collapse upstream

BIRLIzARVN T =0T OO D LERET L—T 1L

N || DA &

Show/hide compounds and
relations

L&/ EH/ RICERDR R FRT

s

- -
Lyl

Expand selected nodes

BIRLFERYNT—0 AT Do etiR

!

||
|

Knock out nodes

BIRLEAT O OMERE RV T—VEBEHBE

-

Select therapeutic targets

EHERAUREN TV BRI T —H 1 TSR ERIR

emyzcze | Grey scale FYRT—OA T HbEE/VORR
aign | | Align BRI T—0F Tz ObE IR TERR
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