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[Upload Experiments with Gene or Protein IDs]%&1R .,

'ou can upload your experimental data as well as list of genes/proteins/metabolites.
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1 ID_REF Sample1 Sample1 pvalue Sample 2 Sample 2 pvalue Sample 3 Sample 3 pvalue Sample 4 Sample 4 pvalue
2 31307_at 1459459459 0.92617 -3.06944444 0992457 13 0.986908 1.93548387 0.951005
3 31308_at -1.139269406 0284747 -5.5252809 064131 -16.5925926 0.732537 -1.83197832 0.150527
4 31309 r_at -1.495049505 0.621816 -1.19522526 0 0175989 -3.24791418 0.250724 -7.47945205 0.697453
5 31310_at 35 0.94553 -1.01166181 0.918663 22238306 0.995137 3.92105263 0.933135
6 31311 _at -3.571428571 0849473 1.68571429 0.94553  -1.1802974 0.849473 -6.80769231 0.978134
731312 at -1.405405405 0.94553 -1.46900385 0.732537 4.77975376 0.749276 -1.03370787 0.872355
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(EBEF - 2V/NVH) RefSeq IDs (R

EntrezGene (LocusLink) IDs Unigene IDs Chemical Name

Gene symbol (e.g. TP53, etc.) ENSEMBL IDs Formula

Affymetrix tag ID rsSNP IDs Molecular Weight
(expression) SwissProt IDs SMILES

Affymetrix tag ID (exon) IPI1Ds InChl

Affymetrix tag IDs (SNP) GeneBank IDs CAS Number

lllumina tag IDs (expression) miRBase IDs KeGG ID

Agilent tag IDs (expression) Panther IDs PubChem Compound ID
Codelink tag IDs (expression) MetaCore gene IDs Compound ID

OMIM IDs
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Specify the column types in your file:
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] |31310_at 3.5 0.94553 -1.01166180758018 0.918663
B [ e oo e — e 0 INext]Z 2 w7,
0 |s1313at -2.1588785046729 0.837065 -7.51082251082251 0.660422
[ [31314at -1.43167701863354. 0.67917 -1.33634311512415 0.861235
] |31315_at 1.21538461538462 0.837065 1.85641025641026 0.88284 .
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Species

(o LIRS T Homo sapiens
Homo sapiens
Mus musculus
Rattus norvegicus

Background processing status
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=y Peor_fold_change_all_sample 2 @ GX 07/28/2014 02:40:10
=) Psor_fold_change_all_Sample 3 @ GX 07/28/2014
or fold_change _all_Sampie 4 @ 07/26/2014 02

=) Po

(R —T oY —FETHLONEBFERT — 2 OFFIZ D T]

BIEFREBTZTI5E (BHIZIERNAseq) . ERADY—ILEFZANTCFORELEHMERFEFRTE
FTHEMNBEELGYFET, CNHOFERICIE. BIZFID. RRES K UPvalueHMFEETDT, 20D
BETT—4 #MetaCorelZ7 v 7O— K35 ENFREIZHEY ET,

I3VRA - TFIT AT R DovkEASH
SATHAITURKNILARAYT T BEL

[ ™
l> C I a rlvate T107-6118 HEEBRFRIRST B2&E 205 7R/ S— EJL 18k

[(HRICET HENEDLE] 95 URL N ARET—4F7T
ts.support.jp@clarivate.com

© 2023 Clarivate.
Clarivate & ZDO0H LIV THEASNTVDMOETOBEER(E. ENTNOBEOEETH D, SAERICEDVWTEREINTVET,



mailto:ts.support.jp@clarivate.com

	Slide Number 1
	Slide Number 2

