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Tnf tumor necrosis factor (Mus musculus) e Results® EP t)\ ’5 E E"]@'Iﬁ*ﬁ E **’T' i o

Entrez Gene (Locus Link) ID: 21026 _ o —
Thomson Reuters Integrity: Tnf variant 1 (Mus musculus), Tof variant 2 (Mus musculus) ZCZTlE. $ELAE FO'INF’EZIFELET,
Symbols: DIF, TNF-a, TNF-alpha, TNFSF2, TNFalpha, Tnfa, Tnfsf1a, Tnlg1f
Synonyms: tumor necrosis factor-alpha, tumor necrosis factor ligand 1f, tumor necrosis factor |
Gene Type: protein-coding
Dascription: This gene encodes a multifunctional proinflammatory cytokine that belongs to the
Potential Disease Biomarkers for: Emphys: ephalitis, Japanese, Obesity, Systemic Ini
Associated with GO Processes: JNK cascade, cascade, cti

TNF tumor necrosis factor (Homo sapiens)Z %

v,

Tnf tumor necrosis factor (Rattus norvegicus)
Entrez Gene (Locus Link) ID: 24835
Thomson Reuters Integrity: Tnf (Rattus norvegicus)

Symbols: RATTNF, TNF-alpha, Tnfa > —_

tumer necrosis factor alpha, tumor necrosis factor (TNF superfamily, member 2), t @ a: ) 9 II\ V) 7 R ‘_ ; T 7 § A*LT:
Gene Type: protein-cading _ N
Description: acts as a cytokine; binds TNF receptors; plays a role in regulation of cell proliferatf »f % [2DULVT., Export‘b ]E mao ﬁ;’é %

Potential Disease Biomarkers for: Acute Lung_Injury, Heart Failure
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Associated with GO Processes: JNK cascade, MADK cascade, activation of MAPK activity, acti t MNT % i
172 < N T 9,

INE tumor necrosis factor (Homo sapiens) I
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1 [B TNNE (Homo sapiens) Thomson Reuters Integrity: TNF (Homo sapiens)
Symbols: DIF, TNF-alpha, THFA, TNFSF2, TNLG1F

Synonyms: TNF, monocyte-derived, APC1 protein, tumor necrosis factor ligand 1F, cachectin, t
Gene Type: protein-coding
Description: This gene encodes a multifunctional proinflammatory cytokine that belongs to the
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Thomsan Reuters Integrity
tabs
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Symbols TNF, DIF, TNF-alpha, TNFA, TNFSF2, TNLG1F
Full Name tumor necrosis factor
Synonyms TNF, monocyte-derived, APCI protein, tumor necrosis factor ligand 1F, cachectin, tumor necrosis factor-alpha, TNF, macrophage-derived,
tumor necrosis factor ligand superfamily member 2, TNF-a, tumor necrosis factor
Description This gene encodes a multifunctional proinflammatory cytokine that belongs to the tumor necrosis factor (TNF) superfamily. This cytokine is mainly
secreted by macrophages. It can bind to, and thus functions through its receptors TNFRSFIA/TNFR1 and TNFRSF1B/TNFER. This cytokine is involved in
the regulation of a wide spectrum of biological processes including cell p . , apoptosis, lipid and I This
cytokine has been implicated in a variety of diseases, including diseases, insulin resistance, and cancer. Knockout studies in mice also
suggested the neuroprotective function of this cytokine. [provided by RefSeq, Jul 2008]
Chromosomal fel chrs sp21.23
Location
Predicted Target of PO ne
microRNA by
TargetScan
Spedies foll tome sspiens
Ortholags £ Canis lupus familieris, Pl Macaca mulstts, B Mus musculus, B Rsttus norvegicus, Bl Bos tsurus, B Pan troalodvtes, Bl xencous tropicalis i
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i [MetaCore®MReferencelE#R] i
1 1
1 N I = N - > -~ —_— o 1
!+ MetaCore TIFEMDR S v INXIMETATHERERFLTVEY, TOBRE. ZOHEEERANERICEDK S ITXH |
I = N 5 . LS4 Z3 = e 1
: [SERESNTLHOMN, RERFE, AL ICelllineDFHRAGELHETRHELES . !
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|+ EndNotex CRIAIDBAIET T A b XAMEE £Bpon TEET i
i i
H Interaction Info H
H Interaction Effect Mechanism species H
1 NEKE —{G—» TNF-alpha Activation ‘Transcription regulation Mus musculus, Home sapiens, Rattus norvegicus :
i

: References :
: (¢ Hide All Details ] Show All Details | =p Export to EndNote :
1 1. B veeraraghavan 3, Natarsjan M, Aravindan S, Herman TS, Aravindan N 1
i Radiation-triggered tumor necrosis factor (TNF) alpha-NFicappa cross-signaling favors survival advartage in human neuroblastoma cell. i
1 The Journal of biological chemistry 2011 Jun 17;266(24):21588-600 1
H PMID: 21527635 I
: ~ Experiment Details :
: Note NF-kB state Mechanism Effect TNF-zlpha state Methods Cell line/Tissue :
1 When ionizing radiation induced persistant NF-kB (NF kappaB) activation is muted there is NF-KB (HUMAN Influence on expression Activation TNE (HUMAN)_transcript — agonist, enzyme linked IMR32, SH-SYSY, SK-N- 1
1 2 significant decrease in secreted TNF (TNFalpha). Radiation triggered TNFa-NFkappaB immunosorbent assay, e 1
1 crosssignaling favors survival advantage in human neuroblastoma Cells real-time reverse 1
H anscrption pc mibtor i
1 treatment. 1
i i
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MetaCore Tl, Y- HOIF LA IR TIRSNIIIET —5., BLUBIET —IEETRVEET UR MO

B X M EREMetaCore L ICHUAF. T UwWF A NMER. Rv ND—OfFFRERITDTENTRETT,
Z Tl EnFRRET—5%MetaCorelCEUADBROIBEFER LU 7Y I O— RAEESHEMNELET.
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0 R— LEED 5 [Upload| D4 T % FEiR,
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alysis Questions Reports Analysis Content N - b j—
#BR, CITR, EREFI7FALERVSHDT,

‘ou can upload your experimental data as well as list of genes/proteins/metabolites. [U pload EXpe riments with Gene or Protein | DS] E E*R o

I Upload Experiments with Gene or Protein IDs [ 0

Upload Metabolites [
Upload Interactions [ Q

O EGRF- 20N VEORRELET 2D
iz, K#YW, HEER. BEX (B
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Data Analysis Wizard (General parser)

]

Click "browse" to select file(s) to upload:

G 7yFOo—FagERrT—424BKIcDLT
HBLTWET, FLLIEAREHTHO
[7y7O—FafkhT—42RK])&2 &<
ik AW

9 INext]ZZ w4,

Required fields marked with (*)

A B [ D E F G H |

1 ID_REF Sample1 Sample1 pvalue Sample 2 Sample 2 pvalue Sample 3 Sample 3 pvalue Sample 4  Sample 4 pvalue

2 |31307_at 1459459459 0.92617 -3.06944444 0992457 13 0986908 1.93548387 0951005
3 131308_at -1.139269406 0284747 -5.5252809 0.64131 -16.5925926 0732537 -1.83197832 0150527
4131309 r_at -1.495049505 0.621816 -1.19522526 0.175989 -3.24791418 0.250724 -7.47945205 0.697453
5 |31310_at 35 0.94553 -1.01166181 0.918663  2.2238806 0.995137 3.92105263 0.933135
6 131311 _at -3.671428571 0848473 168571429 0.94553  -1.1802974 0848473 -6.80769231 0978134
7 131312 _at -1.405405405 0.94553 -1.46900385 0732537 477975376 0.749276 -1.03370787 0.872355
[ o e e e e e e e -

< - —
[7v 70— FAgET—4EH]
e
<T7ANLDOHHE>

* Excel 2003-2007 7w (xsHX) FflE, AUTRENY D text XK

¢« 1DDASLIZDZELDDIDDABANSINE=T 7ML,

« 15IBMBIEIZID, EEXE (Fold change. Intensity®) . HEIZIE L TPvalueAAASNI=T 74 IL,
(BEOEBT—20HIIGAEERREEERTANTHIET—EICT Yy TA— FHAEE)

<EEHIAHAHETZID>

(EfEF -2/ 8) RefSeq IDs (&)

Gene symbol (e.g. TP53, etc.) ENSEMBL IDs Formula

Affymetrix tag ID rsSNP IDs Molecular Weight
(expression) SwissProt IDs SMILES

Affymetrix tag ID (exon) IPI'IDs InChl

Affymetrix tag IDs (SNP) GeneBank IDs CAS Number

Illumina tag IDs (expression) miRBase IDs KeGG ID

Agilent tag IDs (expression) Panther IDs PubChem Compound ID
Codelink tag IDs (expression) MetaCore gene IDs Compound ID

OMIM IDs

1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
i
1
E EntrezGene (LocuslLink) IDs Unigene IDs Chemical Name
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
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Data Analysis Wizard (General parser)

P 7 Step2TlE, BIRLE=T—2DT 74 L%, BER
@ Only first 10 lines of your file are shown. Use horizontal scrolling if needed. - — E’é’ﬁ é 1"[, 1‘: iﬁ {i % | D . 5_% 5% ﬁg . P-Va I e 0) *E ;EE (: o l' .
[ EnRETD . 2R

Specify the column types in your file:
File data @ o _ .
] @ Fr I EANTAYST—THRERER
e fremesd. Ay d—fHicBERmI
; . i - = FEHRHT. FvINAYFET,

Affymetix tag IDs (expressi

™ |l1o_rer Sample1 Sample1 p-value Sample 2 Sample 2¢ *

[ |31310_at -3.5 0.94553 -1.01166180758018 0.918663

S EE as7102857142857 0849473 Ls8571428571425 0.ssss3 EHUws
B [sisize e fonst e o7z o [Next] )T,
[ |31313_at -2.1588785046729 0.837065 -7.51082251082251 0.660442

] |31314_at -1.43167701863354 0.67917 -1.33634311512415 0.861235

[ |31315_at 1.21538461538462 0.837065 1.85641025641026 0.88284 .

l @O InEEER. £ LIV Sy FOIEN DR
Data Analysis Wizard (General parser) [(<pas RaTkE,
SERAVTWVWASAT—2ELDT—2%EDT

m 9 [Homo sapiens] &R L F T,

9 [Next]Z2 ) w2,
Background processing statusDEIEIZFEITLE T,

Species

(o UL TN Homo sapiens
Homo sabiens
Mus musculus
Rattus norvegicus

Background processing status

total: 9 N _ - - —
T T T @ StatusH100% (Done)IZHE o= T—2 D7 v 7
o st endtme e T— = e poEr O— Rasse
view - — — — — Done o

1 0727/201422:39:50  22:40:10  Generdl Psor fold change ol [ Shon location [&]

4

o e m MetaCore kb v 7 R — 2 ® [My Data] ® T ®
m T __Q foatuboecoas [EXPERIMENTS]DHE [ F— & (BN B,
— T—ANRRE- LR WNMESIE, BEEEBEHRAAHS

Name Type Date m

. (] Wiy Data 1 =
m EKPER\:MENTS 05/20/2014 21:01:33 LT ( T‘ é LY,
SAVED NETWORKS 05/25/201% 02:24:02

CINETWORKS LISTS 05/28/2014 02:55:43 ,
CIGENE LISTS 07/22/2014 06:17:18 — K - -
I NETWORK QBIECTS LISTS 07/22/2014 06:18:38 @ Z v 7;)':} F 1§ S g 2& El,] 1= (i E Ej E"] =
CIENRICHMENTS 07/23/2014 01:35:51 —_ \ i i
C1SAVED NETSHOTS 07/23/2014 06:07:48 T 9 Af‘CtlvaEE hgs io :b L N ACFIV?te
£ woRKFLOWS 07/31/2014 07:20:41 N LY —_ 3
CIVARIANT DATASETS 08/05/2014 06:26:38 é ;h' TWaL iﬁ = 'i ~ 7T 9 % % g j v

[20 VARIANT EXPERIMENTS 08/06/2014 06:32:52 _ 7 I) ] 7 j’ é 75\ . 7_-“_ 9 O);E DF v 7
' R—0%2 Vv LTLEEN, #IC
== T o= P T —% % Deactivate L= LMEE LR TT .

o [.-] Active Data R
{4 Psor_fold_change_all_Sample 1 GX 07/28/2014 02:40:10
Psor_fold_change_all_Sample 2 @  GX  07/28/2014 02:40:10
sor_fold_change_all Sample 3 @  GX  07/28/2014 0

> = 9 s

(KR — o —ETHONEEEFRERRT -2 D@BFIZDLNT]
BIEFREBITETI5E BHZIERNAseq) . ERADOY—ILEEZANTFORBELEHECFERTE
FTEHEMBEBEEBYET, ChoDFHBRICZIE, EBEFID. RBRES L UP-valueMFEETDT, 2D
BT T—4 ZMetaCorelZ7 v J7O— K3 B EATREICHEY ET,

GSURL b= TFVTA49R - DN\ EH
SATHALAIURKNILARGT T BE£E

° ™
'3 Clarlvate T107-6118 HEEERFIRST B2FE205#HIR/N—2 EJL18kE

[HRICET MO EDLE] V5 URAS LN hREZI-45T
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KR —5 DR & BMEDEETE

COERTE, BDIAFNZT —FCDNTIDDEPOERERT —YDDMZHR L. BEZRET D552
NUERY. KBRS —YDODMEZHER L. BUREIBEZRET D ET/ A X WIFRNARIRE(L =IO bR
TENTFREERDET,

HBRT— 5 DR 2

Deactivate e
= 0 MetaCoreMStart PageDEERT—2 LTHEI Uv I,
& & O (@ Activate/Deactivate: Export...
 sebam VA Za—hE i 3
[ = = - 15 oy e 0 BALVf= A = 2 —H 5 [Properties] T iR,
05/20/2014 21:01:39_ ~ Jﬁ Cut Cirl+¥ ~ = o
GX  07/28/2014 02:40:10 Q E 7 Y 7 D * ; =+ Tt)\ LT ? 0)% Ry
s g | e - DEELHIBRYG EHTo TWEFEIFET,
Rename... Q
Share...
é Download File...
1d converter...
v Update Experiment;File...
Properties: psor_fold_change_all_sample 1 @ 9 j (mAY T4 Em l:#g.fi-o T 70 a— F\ L1DD 9
tiiam— .- A 4T, B WET BTy TEOMERERTLE,

e [IDs recognized| DEFD Y 0 &%V ) v,

® T—42%7yvy7O0—FLE=EAB. 1§
{E @ Threshold & Uf P-value @ Threshold 0 1§
KOBREFERTEET, £, BEIC
i C TDescriptionZ %3 Z &EMNTEET,

Dataset info: IDs recognized

e 7w 7O—KLEF—4% . MetaCore I TXHIHT %
Ry RIT—=HA Ty bABHESINE-T—45
FEEINGEN-I=T—42 EHERETTHE,
TRy RI—=H0F Ty bARTEHEH SN
;;’5‘ (BFICALWLNET—4) ZRRLTWL

Dataset name: Psor_fold_change_all_Sample 1

Tiems

50 =] Ok

O R-ERT-2ONHERRT 5. HTERBL
WTF—=82Z28 TV Y9I LTI 747129 %,
(BOF T v =Y HHFNTLBHRE)

2 Table ) 0 MetaCore®Start PageMD[View]Z %2 1) v 4,
File  Edit Tools  Help G = Gene Lists..
I | e [Signal Distribution]Z2 %9 J v ¥,
e L% Network Object Lists.
Saved Networks...
TA Metwork Objects...

N Experiment Statistics...

| I Signal Distribution. ..
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I CNLOERETIBEERELET.
-___.7

= @ BARLESHARERICRIBESETSY
FORSRE vETFACEEL,

® PvalueDEAHDHEE. AKRICHTE
® HRTLHILENTEET,

RAfEDEHRE

m— MHE'D @ MetaCore®Start Page T[Tools]& 9 ) w4,
2 e Warkflows » m BALVfz A =2 —M 5[Set Threshold and Background

EEWM | set Threshold and Badkground List.. List]Zzo ) v,

S |l Functional Ontology Enrichment 3 pat= =
My Data -
GVEXPERIMEN'I Interactome for Experiment(s) * lo/2014 21:01:35 [
................ agol:;::l‘: {E} Build Network from Active Data. giﬂi:ﬂi:ﬂiz ‘
Bl Network from the st @ 2T ECEEEREE LSS Threshold], P-
Filter Experiments... valueDIZ & [L[P Threshold]I= FNENEEZAA,
@ List Operations...
A 4 O BEIRE - 2V AVERROTF—4
Background List and Thresheld - Mozilla Firefox (=3 ([GX] 0) 9 7 75§1TJ' L\T: 7_:_ 7 ) li[GeneraI]
@ https://portal. genego.com/cgifdm/analysis_settings.cgi iﬂ\“ ': A jj L 35 T R {-& E!‘ﬂ*% a) 7—_“‘_ 9 ( [MX]
Q Background List and Threshold () 7 775“# L\T: ?_ 9 ) [i[MetaboIic]{EIJ ‘:
Threshold P Threshold A jJ L 35 -3- °
@ General [f[o It |
L IR S— L O DEICELTONARA 7 OT LS ED/NY
@ |5 [ S —— D59V RYRMEEERT B ENT
List Name  Default A ﬁg—ej- o
|
© TUUyFAYMEHR UNRDAEH
%) TRBNZRICEAEZEET DI LN
D= Pathway Maps [ E.‘-ﬁE—Gj_o
‘ f=1= L. Build NetworklZD LN TIXREHED %
P e EFAREHOAETERICIT>THEL R
el — ENHYET,
= @ oxEsuvY.

GSURL b TFUTAOR - Do kk&tt
SATHALA IR GNILART T BEE

° ™
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KRT—ADI VY FA> MEHR (Pathway Maps)

CCTE BLFRRT—FICHUTIDUYFAS METZITO TLEET,
EZRH— b AXZ1—H50ne-Click Analysiszi®ER L. Pathway Maps A> bOZ—ZfE>/z/(X
DIARIECRBNATULED.

XIUYFAS M ER, T—F%2. DFREEFRBRICEDVWTBRZNZ/ XD I (VY TPRY b
D=0, A—LAYU—PE5KdA> bO>—ERSUEDE. TIHSENFHNERCEHT HFHOERZEREST
W< FfI3ETY .

INR) = A fENTFIE

Home  Active Data

@ it RnT— 5 EActivate LET .

_ - e - ® CCTIADDERFRRT—FEANT AR
= Rpvgem GX 07/28/2014 02:40:10 | ’f ﬁ@*ﬁ E ffi- l’ \ 35 _d— °

GX 07/28/2014 02:40:10
GX 07/28/2014 02:40:10
07/28/2014 02:40:10

E¥Psor_fold_change_all_S29P=529N
{8 Psor_fold_change_all_S24P=524N
¥ Psor_fold_change_all_S23P=523N
& Psor fald chanae all 521P=521N

<efedd]

' g Start Page® [One-click Analysis] % 7 %3&iR,

I
2 X e bl = 2
WK s N
.
Genomic Most Popular Workflows & > [Pathway Maps]o) U -/7 % 7 IJ Y 7 o
Upload Build Network

Analysis Questions Reports
Enrichment Ontologies 7, Interactome ) -
Scores and ranks enties in functional ontologies  Detailed analysis of interaction space for activated
most relevant in activated dataset(s). datasets and gene lists

pialogic Interactions by Protein Function

U5 pathway Maps Transcription Factors

U Map Folders Significant Interactions Within Set(s) E

[ Process Networks Interactome Topology

L Diseases (by Biomarkers) Enrichment by Protein Function
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@ OKIZEZ YwH,

b 4

& @ B () ActivateDeactivate

| . v

File Edit View Tools Help

Network & Z2UNRFL=5E. REFKIL. My Data /
SAVED NETWORKS 7 # L&,

Name Type Date =]
.
G o . E @ NetshotZ BUBRELBE. REFLIE. My Data /
EXPERIMENTS 05/20/2014 21:01:39 S
[l esor fold changs all @ 07/28/2014 02:40:10 SAVED NETSHOTS 7 # /L4,
£3 SAVED NETWORKS 05/25/2014 02:24:02
@CREBL G-protein alpha-s, NURT7, NW 07/31/2014 05:52:48
[ NF-AT1(NFATC2), CREM (repressor NW 07/23/2014 06:16:00
TWORKE LIo T 05/28/2014 03:55:43
@L\St with 30 networks 20140716 MW 07/10/2014 06:06:03
{¥20140606T_List with 30 networks NW  06/06/2014 01:20:38 |=
{4 20140528_T_bach Search/Microarr. W 05/28/2014 02:55:40
tl GENE LISTS 07/22/2014 06:17:13
{3 NETWORK OBIECTS LISTS 07/22/2014 06:18:38
@network object akts downstream Q NL 07/22/2014 06:18:38
s 07/23/2014 01:35:51
£3 SAVED NETSHOTS 07/23/2014 06:07:48
@CREBL G-protein alpha-s, NUR77, NT 07/31/2014 05:53:06
{ENNF-AT1(NFATC2), CREM (repressor NT 07/23/2014 06:07:48

i)
11 natAFound

v bT—%9 <7y TDExportFIE @ Export HEERBATY U,

UTD3IDOMLEIRTEET,

» Export : 2y FT—9 TV THORFRERUMEE
Ve RTER ZExcel s & DR L f=F = TExport

> Export Image : &2 RIT—H T v TDA A—CHEH{E
ZPNGR2 TH A

Export image

> Send by e-mail : 7Y FT—=O Ty TDA A—CH
BERELIZA—ILT FLRIZEE

Send by e-mail

Rename network

Rebuild network

DIYRL L TFUTAHOR - v n\IB%AEH
SAITHAITURKNILRYT 7 BEER
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RRT—FIDORY MO —D @M

(Analyze Network)

COERTIE., BITHRETDERT —FICHUTETARIERRY NT—OFEEBEL., TIHSED
NDOSRAF— (BITRY KND—2) (LD TAREDHDI AN LZZFUHEITZILTUI A

(Analyze Network) ZZHBNMTUET ., Rv NIJ—IBEDFIREKEDONHDFEIH. ZZTlEStart
Page®[Build Network] 5w hDJ—UtEEZITLET,

TR EFEo=Ry NI BEDFIE —
0 fEHT L 1= LN T — 4 ZActivated 3,

! — - — — v bI—OBETHEMEP CRHREOHREATEEEA,
& L] Active oato 0 i WEIZIG L TQuick Guide Series No.3% S B LEEN R EZ
B e T e i "'@ BT fIoTLIEEL,
v g Start Page® [Build Network] % #1R,
% @ & . = ™ R % & [Build Network for Your Experimental Data]Z % 'J v 7 ,
Genomic Must’.P:Du\ar Wurkﬂ:ws& One-dick : Cus‘tqm Predict Compound =i Build Networkl: [j: 7_'»_ 9 o*ﬁ#ﬁtﬁ El:lit'} C 'C%E’z‘id)ﬁﬂﬁ é
Analysis Questions Upload Reports Analysis BeihE Content Activity (MetaDrug) Brow: N P
ont BIRATEET T,

Build Network
B ’ g@pound or a List

Build Network for Your Experimentzl Data

Q » Build Network for Single Gene/ Protein/ Compound or a
e e list : fHELImBERF. F VXV HE. L EWEseed
nodek LTHY FT—0 EHEE

Merge Networks

Model Pathways
05 Canonical Pathey Modeling. T
Wa a calaulation intensi

Yamng tensive algorithm. Running ime depends on the size of activated experiment(s). We strongly recommend to limit the size to 150 > Build Network for Your Experimental Data : %%ﬁj_:—’;"l [z
(5 putatve pothuay vodking T EFENBENFHEseednodes LTHRY FT—9 %1EE

v > Build Network for a Disease : KB & BEET HBEF. 2
I B, RNAZseednode& LTHRY FT—9 £HEE

Build Network
Build Network for Single Gene fProtein/Compound or a List

; . > Build Network for a Process : fif8 L N )L THEYFH T
Build Metwork for E i tal Data i j—
M”gna = (A O+ X (cellular process) &BHET HELEF - +v b
Build Metwork for a Process [ '7_7 ’Eseed node& L —C?‘ v k7D _7 E*ﬁi

Merge Metworks [

> Merge Networks: EHD Ry hT—U %E&HETry b

v J— EBEE

Build Network for Your Experimental DatalElEi, ¥&6T—%4
EFERLTOVDEWEEFIZITT—258R,
BRIZT—42 DA BRENTVEBZEILZDEE [Next] Y
Dwy LET,

@ Build Network for Your Experimental Data

B

oo

)
Network options
Network optionsEIE, v FT—IBEDT7ILIT) XL
[hocoe skt sbgorths tmat e Svti bk ot 5 [Analyze network] & 3E 1R,
Analyze network v network is then split into more ma
and G-score and interpreted in ter
Number of nodes in a network & }Erﬁﬂﬁ?%a?di?nﬁ?ﬁggg2‘ =y |.°lj_7 D/ : K%, &Q* v tz_g*ﬁﬁl:ﬁ J =
fect File > > Netshot. Ti >
Use canonical pathways (processing takes longer for large datasets) ;idagalﬁe Save as > Netshot. T 7] JLINR rj T ,r 2& 5 &) é 75\ t 5 75\ é*EIIEo

Build network We recommend 300-600 genes. It

‘Show addtional options colculation willtake longer.
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Network options

Choose building algorithm

[[Analyze network

Number of nodes in a network &

Use canonical pathways (processing takes longer for large datasets)

Useful when you want to identify ¢
dataset.This algorithm builds a lari
network is then split into more ma
and G-score and interpreted in ter

The resulting networks can vary gi
interactions (added to MetaCore &
select File > Save as > Netshot. T

added.

We recommend 300-600 genes. [t
calculation will take longer.
Pre-fiters | Additional options
3 Add netwnrknb]a@ [ TJa»
# Name From [F[Through To [FJAveid
[l O
@] ]
] ]
] O
9] ]
] O
] ]
[+ 0
] 0
[ 0
= O
] ]
[ O
@] ]
il [l

Network objects |Pre-fi|ters | Additional options

Filter by: @ [highiight tess,..

o Click to check amy individual term,
Use Shift+Click to inchude child terms,

[l & &pandal [F Gollapse =

[FIMammary gland, lacting
[FIMzmmary gland, nan lacting

[FlLiver
i [T[Pancreas
F [
L

Network objects

Pre-filters | Additional options |

Low trust interactions &
Functional interactions &
Binding interactions &

Use all compound-target interactions &

el

Metwork options

Generates sub-networks erviche|
Subvmetworks are rarked by 3P
processes. 7

Thoose building algarithm

e ncormareend 300-600 genés i

frades r I |
Mumber ofnodzs n 2 netwark @[50 possibie but caicabien wl taks |

7] Lisk cansrical pathmays (proemasing takes lsnger for large datasels) 8

© 2023 Clarivate.

[Show additional options]Z 2 1) v, HEIZIEL T
TN —FDEREETI,

[Network objects], [Pre-filters], [Additional options]D & J
BN, TNLICDVTENENERENATEETT

Network objects®? 7 : ERFNED & S HUEB TR Y
FO—VICHERETEINEEETEET,

Pre-filters® 7 : v D —YBERIOT—RIZR LT
TANE—FENTBZIENTEET, TaIILE2—IZIF.
Tissues, Cell lines, Subcellular localizations, Species,
Orthologs, Object types, Interaction Types® 7 ¥23Eh H
Y. Bl ZIE TTissuessliver] DHEEIRLE-BES.
T—ER—RANTHE~ARE L VS EERABOINT
WARFDHTHRY FI—IHEBEIIET,

Additional options® 7 : Ry FT—SEECEL., B
MmeiExr >3 >cd,

Low trust interactions : trust level D{EWNBE{ER £ &R
LET, oIz, ChoOBEMEAZ7ILT Y XLIC
EFEFEFNFEAD. HATEAT-WEEIX. Use for
network buildinglZvVZANE T,

Functional interactions : #8EICHE T HHAEERAEL R
TLET, ChoDHEEERETILITYXLIZIEEE
NEREAD., HATEHT=LMEEIL. Use for network
buildinglZv&Z ANE T,

Binding interactions : F&MNBALMNIZH > TLVRWVEER
ERELRTLET, ChoDHEEERIETILIYXL
IZI>REFENFEAN., BZTEHA=LBEX. Use for
network buildingl=vVZANE T,

Use all compound-target interactions : v k7 —J &
F(Z, INEF S NT-2 TDHcompound-targettBEVEFH %
WFEJ,

@ [Build network]& 2 1) v 7,

Clarivate £ZOOJB IV THEASN TV BMOETOBERE. TNTNOFREEDEIRTH D, SAECX(CEDVWTEAZNTLETY.
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Build network# 52 B

] Networks in List with 30 networks List

i sovelst | g cetreport = Eort

Name: WNT5A, WNT, PLAU (UPA), Matrilysin (MMP-7), Beta-catenin
R QB « Qail Yy Aa DL+ mow B

Organic (hub-centric)

Subcellular localization Left to Right

J5ubceliular ocalization Top to Battam] @

BIFICK YT TRy hT—I NEIEh, g-ScorelEIZ

SUXUTERT, XY NIT—=0REI YV,

BTEREE CIIUTOEENRRTEINET,

> Name: *vy FJ—VDFEERERZTLHLT:
*‘y I“'j_ggo

» GO Processes : GO Process[CE DW=y kT —
yLEEEDENSOERE,

> #Nodes: v kI —0 DR/ — FH. RU*Z
@M 5 B MDSeed Node#,

> Pathways : BEIN-RY FT—YICEEND
Canonical Pathways#,

> p-Value : BEIN-RY FT—U D EBEBRBELN
DHEE,

> zScore : BEINF=RY FIT—YRIZEBRT—4
ADRFNENEITEENZIHNEZRTRAT,

> gScore : BEINzRY FT—YVNIZEBRT—4
ADDF. RUHD/ ZHAILNRRD A BN ENE T
EENDEHIERTRAT,

@ Fy b=y TEE., FERTEEEZERTR.,

m [Show]Z 4 1) w4 L. [Seed node] %:&IR,

BIFRREG oD FAFTROATELNET,

[Show]Z# & ') w & L. [Effects & mechanisms] %2R,
HEERERT IV DIC, SIROA DX LDOER
MEmMmENET,

@ [Layout]Z & ') v & L [Subcellular localization Top to

Bottom] % #R, HMARICBEEFRML TR Y k
J—OhNBEREINET,

XAy FIT—Y DBTICKIODEEHELCY—IL
N—DFEAEIZDLTIE., Quick Guide Series No. 10%
CBBEEW,

DIYRL L TFUTAHOR - v n\IB%AEH
SAITHAITURKNILRYT 7 BEER

T107-6118 HRE#BHERFIRST B2E205 KR/ \— EJL 18R

(RRICETSENEDLE] V5URSA N HREI-—FT
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REUVEEGFRLISRY NDO—UBITZETS
(Expand by one interaction)

AEHRTIE, BMRULCELFENERY ND—DZEEITDHEZTBNMUET . STATIZHIICED, =
DLERTHEEAZRIMRNADRY KD—JZ#EE. =5(C. BEEIT MDD FHRZDORY hD—0
(CEDKSICRET DM ERFTUET .

DFRMNLFY FO—VEBET HFIE

o _— 0 STAT3% 1% % L [Object Found]h™ 5 [Network Objects]
#EIR,

8 | nonTenTEETr DFRLRERET 5 H%IZTDUNTIEQuick Guide

s narvegicus) , STAT2 (Home sspisns) , STATS (Mus musculus) Series No.1 :E’ %EE‘E‘ L’ —c < TE é ('\°

Genes: Stat2 (Mus musculus), STAT2 (Hemo sapiens), Statd (Rattus norvegicus)
Cortellis Drug Discovery i signal transducer and activator of transeristion

Interactions (6752)

Bh-HEENSSTABZREUF v IRy I RIC
FzviEANS,

e [0 Mk STAT1/STATS Protein complexes
» Pratein C STAT1/STATE (Home sapiens) , 5
Genes: Ststl (Mus musculus), STAT1 (Homo sapiens),
Cortellis Drug Discovery signal tral
transducsr and activator of transcription 2, signal transducer and act

Drugs (1)

Salectad Network Objects

- .
= ey [ M STAT3zets Frotsins
- Home sapiens)

[Selected Network Objects] D ## 12 3] fv % [Build
ol o and acttor o trarecrnon Network]Z42 1) w ¥,

5 Build Network

1 ® sTAT 0w
)_transcriot (Home sapiens)

mo sapians)
Cortellis Drug Discovery i IncRNA enhancing IL-6/STAT3 signaling activat

[0 W/ PRECSIT RNAs

' 9 Network optionsEIfE, *v hT—IBEOTIILT
1) X Ls/hh 5 [Expand by one interaction] & 321R

Network options

I FYPI—VBEOARMEEIR, CZTIE
I Expand by one interaction [+ e recommend to select one to seversl genes| [U pstrea m] % E*R °

— algorithm. . — _ N
O LROAFOHERTESE S ENTHETT, 1

2% [Downstream], [Both]AVEIRAIRETT,

[ Ggrical pathways (processing takes longer for large datasets)

uild network
I Show additional options "a e [ShOW additional OptionS] 57 )y 7 °

E|E FERZOption menuMEEET,

A4

Network objects | Pre-filters I Additional options

Filter by: highlight text...
Q [ inln

[E] Tissues =]

Mechanisms:

[Pre-filters] % 7 %3&4R,

[ subcelar localizations [ITE Influence on expression

[Interaction types]IZF T v o E AN B,

) [ z catalysis
B [C17n Transport
Corthologs [l eRTeo-regulation of transcription -
[F]Object bypes LI PE Pharmacological effect Mechanisms® A% 5 [miRNA binding]IZ2F = v 9 %

009

And,

o

TE Toxic effact
| T hmd\L@
9 " | Rg Regulation
Effects:

[Cactivation  [Clinhibition [ unspedfied

b

Network options

Choose building algorithm Draws all the one step interactions around the|

[ Expand by one nteraction [=] | werecommend to select one to several genes @ [Build network]Z 42 ') w4 ,

algorithm.

Directions @ ) Upstream (=) Downstream (=) Both

7] Use canorical pathways (pracessing takes longer for large datasets)

Build network.
Show additional options
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n >77( AN./TisriAT%%,{HurtﬂAN)vT\R-BHV\.:-BE, TiRjSa-?pv rimk-mb-sp * ) Is lj —9 *ﬁ&ﬁ%o [Network objects] @ j
Tt 0. catve As , - %% v%, [Add network objects] % &R,

MAFRZWET HAEICDONTIXQuick Guide
SeriesNo.1% ZSH 2 &L,

Add @ %] dose @ BhoRyI7 v TIccxrE AT,

Name |[E3}~1 ]| @ [Addlia v,

0* s inpleed ) @ I Add I
= — @ Search§§ &R, [Serch results|D P FRIZCF T vYH
Search network objects
m [eaxz | % iz implice) élné °
@ [Selected network objectsI{#IAERN 5
Selected network objects \‘B 1w
[_checkal ][ unchedkal ][_nvertal ] @ Add @ [Addlia 17,
# Select Mame
1 CBXT
[_chedkal [ uncheckal ] [_tmertal
Search results found: 1
#_ Select | Mame* Function
N ey
@ Chromobox protein homalog 7
A 1) w
— @ a1z U,
Name CEXT |
T me) O T 7 #J bk T[Shortest Path]ICF = v I HA -
) TWET, COTLITYXLTIE, BEICHES

NTWBHRY FO—JOAFISHL, BMT S
SF(EBX7)DEEARLEVERERLEHL
vy bO—7I1ZBMLET,

Algorithm Object only
©® shortest Path
Q Show shortest path edges only &

Add
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Fle Shoutide Newrkobierts ntaracions  Networklsyout | Sxpardicollspse  Trse mode  Abous neork @ BATSFMshortest PathsD 7 LT 1) XL
s C R QB S AQD Yy Aa ISEWLTEM,
AHITIEmiR125-5p%F ., EHOSF EDMEIS
ﬁl EEOHEEEA EMEShELT,

miR1250-5p

O HEEABRICOLNT, HEOXERIERE
EBELEZWSESEFEXMEREIUY I L,
(Show interaction info) Z®&IRLEJ,

N
R1815-5p

s
o ySs0-5p
mR1eT

sl
miRS-30

e
\ - miR-434-3p
miR-370-30M 7 7

il /

call Ca
iR eSS s R 02 5

(B)
Hide

- v
(C]
@ [File]h>FR RSN TULWSHEEERAFER®S
e STATS, STATS zeta, STATL miR 1465 50 o e EZXEDOIER (PubMed ID) FExportd 5
_— - S — ‘ ELTEETY . BEL < [&Quick Guide Series:
R ST No. 7% BB &L,

D 4

A B & D E E G H J
1 Inter%ctions Report
2 From To
etwo etwo -

3 - Object g ODle " Obje opy Obe i “ | jmy "OMO SADIE e o - it

E mMiR223-3p  |RNA STAT3 Transcription miRNA binding MiR-223 24436439229
4 factor Inhibitian * targets mouse 37006

2 miR-20a-5p RMNA STAT3 Transcription miRMA binding STAT3is the 20864815,213
z factor BT X potential target | 83238;230597

3 microRMA 17 |RMA STAT3 Transcription . miRMA binding Using miRgate| 19559694,187
5 factor BLELET X algorithm and | 00987,180477

4 miR-302a-3p |RNA STAT3 Transcription miRMA bindin: STAT3is a

Minieh Inhibition ¢ % high- 22012620

7

[ miR-125b-6p |RMA STAT3 Transcription . miRMNA binding STAT3 as 16103053;213
: factor BT % putative targets | 68288;220938

DIURA b -TFFIT4OR - SN UHFAEH

° ™ SAITHAITURENILRY 7 BEE
'3 Clarlvate T107-6118 HRAAERFIRST B2&E205 iR/ \—2 EIL 18k

[RRICEATIHVEDE] V5URAL K AREZI-—F7T
ts.supp p@clarivate.com
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EEZSREFHDT —F 2RI 7 A I THREFT BHE

MetaCore Tl ﬁ@ffﬁd)f-&)(:;’x“ibf F:'ﬁﬂ_ (a* MetaCoreb\bEIOJ '7|\L/7' (355l,\(zt R
Tl FESE%EE Ebtnaﬁ:?%fﬁj SFtzwv I\%EEIJJ /()lfd%ﬁ@'%ﬁ&i’a':u bi@l

REDRTE & REFEDOFIE

Home Active Data

1 . - @ miEERELEVT—2£7 0T 4 Tt

& CRC-Madhavan-MicroarrayData v 08/07/2014 02:18:43

| [__seareh | advancel

g Start Page® % 7 A\ 5 [Custom Content] & 3E4R,

4 wm = @ 4 2 f
g oSS OO ek [ o | Pt oo A= 2—H5[Appl i
& = pply Thresholds & Filters to Create
9 New Experiment]Z 2 1J v,
Add Your Own Interactions with Metalink™ () Filter EXpEFifﬂEhtS@é&E@ﬁbigg % 35 _é- o

_§ Apply Thresholds & Filters to Create New Experiment
Create Your Own Ontology for Your Previously Saved Networks T}

How To
Convert IDs Between Species

' @ [Filter by:] CIZRIE T 1 ILZ —F R EARE,
T — ) P G”mm
O o 9 [Thresholds] T (X 52E& {E K U'p-value D Threshold & %

O @ Ependal B Colepseal

TE "I HE,

3 60 Process

0O reeET Y7,

3 60 Molecular Function .
® [7) RNA Virus Infect

—0
= = =— BELERHHET SHFHRULONTER

REM &K ITH(E[Save Filtered Experiments]Z& 45 1) v
7 o

Saved BT AIEHE/ELIONEY VYD,

@ 5ave Filtered Experiments:

& B ©F  (Qackaeneavae
J Home MyData EXPERIMENTS

o ”& b (> [Open Subfolder]IZF = v I HAAD>TILV5S
T &L [OKIEY ) vk, BEIMICMetaCore

M Start PagelZf#ITLSaveE =T 71 )L

ERRLET,

GX  09/2¢/201408:22:29 |
09/2¢/2014 06:22:29 |=

DIYRL L TFUTAHOR - v n\IB%AEH
SAITHAITURKNILRYT 7 BEER

° ™
'3 Clarlvate T107-6118 BRIREBERFIRST BH2FE205 7/ ik/\— Y EJL18kE

(RRICETSENEDLE] V5URSA N HREI-—FT

ts.support.jp@clarivate.com
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Y NDO—2DDuRIREAT S 3 > B KUVHEEY —)L
(Network Menu & Network Toolbar )

MetaCore THE=N=RY M DJ—U(3. L RRBIRIEAT S 3 ey — )L EERIT B ET. TD
AEZELDIIR(C, N DOFERLSIBFRIDZENTIFETT,

ARERIT(EBuild NetworkSZHBWERZITD. FEAEEAT S 3 > OEEY —JL (Network
Toolbar. Network Menu) ZZ#BNTUET,

Ty RT—9 3y TOHEE

Name: Cl1s, Clq, Factor I, PHLPPL, C4 0 ONetwork Menu

I File Show/Hide Network objects Interactions Network layout Expand/collapse  Trace mode  About network I

e Tolor mode: Network Toolbar
[ Re QB « Q0 ¥y AA i+ mes |9 e

File Show/Hide Network objects Interactions Network layout Expand/collapse Trace mode About network

>File : BENeRyNI-I20OIRE. £77. SMBHH ] EE
>Show/Hide : Seed NodetInteractions®xyJI—4_ETOI\A 54 MrENEIEE

>Network objects : HBHEINTHRRSINTVSRY NI —IATSTINIHU, —RNSIERR/Rr2IDEZ 2. BHI B RYNI—
JATSTYNCTA—DAURRTR, RBEEENTRY NI INDFRIRRY NI = I AT S 1) hOBHNRENTTBE

>Interactions : ryhJ—7 LICHZIRNTOMEEMERANRREN. Filter#fETEB I 3FRAOH KRR T DN TIHE
>Network layout : RyhI-JILA7IROZEENTIRE (fl D FOEREZ LR>TRALLE)

>Expand/collapse : NodefIO/EROSEIEDTRR. fRBRBET I —TLL TEMER]EE

>Trace mode : RYNI—J2AFETL—TIN. 2y hI—J L TEIRUVIZAEAPNodeDH %) \1 54 hRIR S 5 E— Ri&iR

»>About network : RRUCRYNI-IDIRE. FLBIDOEZ 2 EZRIHE
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Network Toolbar

- C R QB & QA Y ¥ AA D+ WMo B
P = = =2

e - Undo —DOFHIOEFICRS
- Redo —DRDBRIEIED

C Revert B DIRREICR T

K Select X b7 —2 _EDObjectE EIRT B

& Move Ty bT =V DRNEZREIT S

Q Search Fv b7 —2 EDNode2 1R, fIE%Z /A 74 bFRRT 2
® Save Fy b7 =0 RET D

7 Brush v b7 =2 EOEEZE DInteraction, Objectsx hH 77— v 795
(G} Zoom In Iy b7 =0 ELARRTT D

Qe Zoom Out Ty b7 =0 EENERRT B

o Zoom to Fit v b7 =0 DY A X% @Y) Y A XICHET B

Y Zoom in objects Objects = K9 2

Y Zoom out objects Objects = #&/\ 3 2

A Zoom in text TextZ IL K9 %

A Zoom out text TextZ #f8/N9™ %

fi Select all 4T DObject & HEIRT %

+ Align Object DIt V& EE DT ICEKES 3

Color mode. Color mode

W objects W interactions  Objects: Ry kT —2 EMDObjectsDHENZ—1) » Jg93%
interactions: InteractionM&# & H 53— 53 3%

J7URAL L - TFHFUTFT A TR - Ty /RXUBRAEH
SATHA IV R&ANILAYT 7 FEER

Y ™
'; Clarlvate T107-6118 BREBABXKRIRST B2E205R/IR/X— 7 £ 18R

[BRICET2MVEDLE] 77 URA b HhREZT—FT
ts.support.jp@clarivate.com

© 2024 Clarivate.
Clarivate EZOO0E XUV THEASNTLDMOLTOBEEED. ENENOFEEOEIRCTHD. SAEPRICEDVTERENTVET.



mailto:ts.support.jp@clarivate.com

	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7
	Slide Number 8
	Slide Number 9
	Slide Number 10
	Slide Number 11
	Slide Number 12
	Slide Number 13
	Slide Number 14
	Slide Number 15
	Slide Number 16
	Slide Number 17
	Slide Number 18
	Slide Number 19
	Slide Number 20
	Slide Number 21
	Slide Number 22
	Slide Number 23
	Slide Number 24
	Slide Number 25
	Slide Number 26

