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Key Pathway Advisor (KPA) f#ifDB AR Fv D’

COERTIIFERD—0I0—2. FRADBEDIEREEH TIERNLET.
AT 7)L T X LADFHEF(CDVTIE. KPABEN S AFAIREIINIL T ERZ TSR IZE 0N,

File Upload (F—42 D7y 7A—F) OFIE

WELCOME TO KEY PATHWAY ADVISOR
0 Qg4 LTy ij FEIEZR~=L
@ =Y. RBEHBEFHEDT—F £0rug
&DropL EY,
Drag and drop your gene list
with or without gene expression changes her Q
: 7Uw7?6t7v?DfFﬂ%
UID: T—AWRRLBELZHERTEE
T FLLFABEHTHOT VT
Nof/\iycrnjrcan use data from public repository o— FE]’E‘EU;—“_ 9 ﬂg:—;t] % :%—' <
""" ' =&y,
A B G D
1 |ID logFG
2 |Mm.ot4080 388179518
3 |Mm.oozaz2 343235419 Q _ .
4 |MM.002808 3.08160805 CITREHIDT—2%#FERALET,
5 |NM.007231 306872578 g 7y IO—K$TB5F—2I(CIEHBIE(Fold
? Em-ggéié g-;;?gg?;g Change, Intensity%)IFWATIEHY FE AL,
B |NM.002421 2611158 HBEZ{T59 % Z & TCausal Reasoningh
5 [XM940819 261011234 BEC O (LM MNurgelcitVxd,
10 |NM.008507 258014072

7y 70— FaRER T— 2 X

<T7A4ILDREAK>

o Excel R UTextBex (TXT. XLS/XLSXDE T 7 A ILTRK) .

+ 1,000l LDEEFET7Yy TA—FLEHE. REZHEMEST—2DHEIE. BFMNIZEHED K E LV E411,000
BEREFOHENRELTEHTLET., DOFDT—F2NDIGE. BEIMICURX FOLEMNSIEIZ1,000EEFEEIRL
F9, #HET7 v SO— FID$Z300~600f2E T,

o IRTEKPAIL. ERIREHEICHET BpvalueftET—2 L2 (HFIFTETH. BHEDHRELpvalueZZE LT1=5TEIXT
EEHA,

. BITTESLT—2Y A X(XIOMBETTT,

< A IAARIREARID>
(E FDEIEF - 2 /U EID)

EntrezGene (LocusLink) IDs OMIM IDs Panther IDs

Gene symbol (e.g. TP53, etc.) RefSeq IDs MetaCore gene IDs
Affymetrix tag IDs (expression) Unigene IDs

Illumina tag IDs (expression) ENSEMBL IDs

Agilent tag IDs (expression) SwissProt IDs

Codelink tag IDs (expression) GeneBank IDs
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Analysis Settings (FEHTINBDERTE)

1 File Upload

O T—4ET7yvIOo—FFBHL. ERMIC

Sample Data (CD) ‘i?_g 0)|D§ E§JJ’C°§,.;\§§£ ngs_é_o :EJ L%
nn_ w Refseqlts BEARELIZ A (XEdit File Settingsh 5 ZEH
u iun Fold change bfﬂ'ﬁg'@j—o

o L
Edit File Settings mj

€ 7% %0rg & Dropd B EBEBEE £ R T,
Putative BiomarkersfZ#T°Drug TargetsfiZ#7T 17 515

D frseines BRFzVIRVIRIZFIVIEATN,

LED2ODBHETOIRWGEE L. TOEEHEN

Report Name ZEDHDENFRETT,

Sample Data (CD) e f

Prior Knowledge Data e AARwH RIZ, Putative Biomarkers £Z#T. Drug

Putative Biomarkers [ DrugTargets 1 g_[g‘lb_lj Ta rgetsﬁ@ # T =L VEEL AN,

Default Processes Ontologies 2:::;‘;::; ﬁ EP 35 -G A jj _g- 6 t 7 :/ x l~ %ﬁg 75§1I;*ﬁﬁ %% %

- Key Pathway Maps Crohns Disease IJ x l~ ﬁﬁ‘ L/ 35 ?- o

- Diseases Crohn's Enteritis

,Ziﬁifﬂgf;;lf‘ e @ T2UYTFA EFOONtologyDERFE A
P-value threshold%: K MBIMDHREFITA
F9, FLLCIEAREHTE D [Analysis
SettinglZ DWW T]Z ZELCFZELY,

Edit Settings|| ¥ Use Default

9 RunanalysisZ 2 J w9 LET,

Run analysis

@ AoseusE R BISETT L. T4
ez BEVIVYY LBREREHRETEES,
yop— BIFARTTHEBRENIA—LT KLRFET
— Sample Data (CD) ‘:)‘ _)Lﬁ§i£1§$hgs_§_o
o 6 n 0 BEOEFERIHFETERREIN, —F
e B ETOEHKERIZODVWTIEWDOTHEE
= BAlBETY, Efz. PDF. ExcelDEHA T
Status Complete - view as HTML| PDF | XLS ®m %ﬂg*ﬁ' l/ﬂ-\o_ |‘ t L'CH:-'?J'C‘%i'é'o

Analysis Setting TIELL TR EEZEETEET, s

* Processes Ontologies
IVYYFAY MERZETSA L FOD—%BIRTEET, GO termIZDWVT
FT 74 FTRBRETVEEANEMT 5 ELFHETT,

* Advanced Settings Advanced Settings i
Synergy Enrichment® UKey Hubf#H Z4T 5 BRDP-valueDThreshold X BXE TEFE S i
To FIAILRTIR005, 00IAZHENBESATNET, CHL i b E
Ff-KeyHubEMIZAWS7ZILTY XLZRIRTEFET, ey tubs gerithm E
- CausalReasoning : 5 FOMEMRAEAH L LEOHIHET %5 : |
- Overconnectivity : & Y Z L DR FEREERT B/1N\THFEIER i
1535, 774 )Lk TliCausal Reasoning BRI S WETH, BREALNT—4 |
D15 A [FOverconnectivity VBRI NE T, E
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RS SRODEESS : KEY HUBS

COERTFFIMERDRFICDVWTITBNTULET . KEY HUBSO#EET(E 7Y TO—- R UTZ
RIRZIERFZ LR THEIL TLDRIEEMNDS D/ \ T D FZRET D ENTIRETT.

X KEY PATHWAY Sample Data (CD)

KEY HUBS I 496 IDENTIFIERS IN YOUR DATA I Download Report ¥

The list of identifiers uploaded into the system for this analysis. If the list contains fold change values KPA assumes that these are fold changes of gene
expression or protein abundance change data.
Hover over each heading for more details or click to sort by that column (click twice to reverse sort order).

Pathway Maps

Al e Click here for more details

Physiological Pathway Maps .

Diseases
Process Networks A A A A ry A A
Pathway Groups
1 NM_00002 01229 AGT  Angiotensin lil, Angietensin (1-7), Angiotensinogen, Angiotensin IV, Angiotensin Il, Angiotensinl,  Receptor ligand, Generic protein
J——— X 1ila g O gl gl gi g ptor lig: p!
] Angiotensin (2-10), Angiotensin (1-9)
Similar diseases
2 NM_00008 1054 01706 COLIA  COLIA2(CP), NTXLa2, COLLA2, COLA2(NP) Generic binding protein
PUTATIVE BIOMARKERS 9 2
Similar diseases _ S
3 NM_00019 272w 01968 HSD3  HSD3B2 Generic enzyme
ANALYSIS SETTINGS 8
4 NM_00020 106 01998 CFI Factor | Generic protease

. 4 @ ureRerdesy7 v Io—ELET—4%
ZRLET.

X KEY PATHWAY Sample Data (CD)

KEY HUBS 496 IDENTIFIERS IN | o 9%?2]‘3?75?—?%:*&?——?%$§ﬁ2*ﬁﬁ%;&

The list of identifiers uploaded i
expression or protein abundang

Hover over each heading for mq| e rKEYHUBSJ é—g U w9 7 Li?_o

EattbReasibal peviRlops Click here for more details

Pathway Maps

Physiological Pathway Maps

D 4

X KEY PATHWAY Sample Data (CD)

.
YOUR DATA @ e?
| 1251 PREDICTED KEY HUBS (PROTEIN/RNAACTIVITY)'

BRT—A2%FL TLODRIEEMDHHIEEL/N
DFOIVRALERTLEY,

This analysis utilises the direction of fold change found in your data to predict poter] o 5 N —
chain reaction (also known as pathway or signal cascade). This is known as causal r @ % ;ﬁll é *L T: KEY HU BSG) |‘ - 9 )lfﬁ 75\ i I~
Eotinavbiars Hover over each heading for more details or click to sort by that column (click twice| é *Laz ?—
o

(R P R e e Click here for more details

Physiological Pathway Maps

Diseases

Process Networks Y Y

5 s
Pathway Groups
1 ALPHA-PIX e ARHGEF6 Regulators (GD)
DRUG TARGETS
Similar diseases 2 IL-2 receptor 9 v IL2RG, IL2RA, IL2RB Receptor
PUTATIVE BIOMARKERS
3 OSMreceptor = OSMR, IL6ST Receptor
Similar diseases

D 4
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1251 PREDICTED KEY HUBS (PROTEIN/RNA ACTIVITY) Download Report %

This analysis utilises the direction of fold change found in your data to predict potential molecules that could be “causative” further upstream of the biological
chain reaction (also known as pathway or signal cascade). This is known as causal reasoning analysis.
Hover over each heading for more details or click to sort by that column (click twice to reverse sort order).

Click here for more details

:

dolecular Entity ¥ ¥ Molecular Functior s cted # ‘L # | Pvalue M| Path Length
1 ALPHA-PIX view  ARHGEF6 Regulators (GDI GAP GEF etc.) ~ 75/80 2.126E-17 3
2 IL-2 receptor view  |L2RG, IL2RA, IL2RB Receptor . 68/71 2.529E-17 3

v (C] ® (F e 6

1251 PREDICTED KEY HUBS (PROTEIN/RNA ACT

@®

FRESNENTRFORREEOH AN GEE

This analysis utilises the direction of fold change found in your data to pr /M) 2RLET,

chain reaction (also known as pathway or signal cascade). This is known (® Supportive data=3EET— 432 D 5 % Predicted

Hover over each heading for more details or click to sort by that column Activity TRRISNTWANTHFOARMEL E

Click here for more details HAL QAR ﬁlj— 53 FOR/ Total data =
ERT—IHROENTAFICE>THIEEIN D

DTFORBERLET,
@ Pvalue : ENTHDFEDPvalueZRLET,
(@ Pathlength : REBT—4 LENTDFOREDR
TYTHERLET, B®RIRTYTET)

# Molecular Entity ¥ Gene v Mold @ %Eﬁ?—@qﬂl:ﬁﬁﬂ'éﬁf‘%[:glﬁfli::l:
b G T AV VI o
1 ALPHA-PIX e view I ARHGEF6 Reg RROFALERT ERRLET
O rvews 25Uy LET,

2 IL-2 receptor view | |L2RG, IL2RA, IL2ZRB Recq

® ) ® Yoo EHVVITEIETENFOL Y

- ven [ os BERERBTEET, #L < EREHTHO

3 OSM receptor OSMR, IL6ST Recq [%ﬁ}%d)éﬁﬂiﬁi&d)ﬁ&%ﬁ]% :%__ ( £ é Y
EDFOHMBEROMESR
Molecular EntityZ%GeneBZ &7 ') v 35 &, LITORFEHRMN [RAseTnAN
RRENFET,

Summary

+ Summary : ZFHFODFuUl name, ¥/ =L, BE. BEH
EDIERODM. MetaCore. NCBIFEAD) VY HIZEL T
l"i‘d—o

Winteracting exchange factor alpha « Alpha-Pix

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

* Interactions : BIRLI=-HFABEET 2HEMERAEELED ' i
TWES, ChoEEAROEENICHEESNTNE | - i
¥, NREMAS S ITCERRLTE Y. MEREOEEE | o !
HYwbTEHE, MEEROHEONRARRINET i
(E@EA : activates, inhibits# &) . i
1

1

1

1

1

1

1

1

1

1

1

1

s BENFORABLFORERBMBAEED KLY FHEMTIFRZMER
%IZ(. MetaCore~D ) VI HMERITY,

82
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-PIX- 2 Clarivate
KEY PATHWAY Sample Data (CD) / ALPHA-PIX - Step 3 - Analytics

Step 1 Step 2 Step 3 = settings | MLege
e - Supportive Data P *********************************************** F——

o t O=87—45 LN INTFEOHNBBERERTLET,
ALPHA-PIX @ Key Hub : ERT—2HNDHFELRTHIET 5

NTSHF (Key Hub) , IS FRISHI-RIRE
{EDAFME (Predicted Activity) (74 32Dk
12+ (FSR) F£fzlE— (¥4 FR) DEBTE
RENET,

@ Supportive Data : FRISNI=NTHFOHRREL
DAAMZXFTIRREILLE LTLVEIERRT—
ARADRFIZHEYET,

(@ Conflicting Data : FAISAF-NTRFORBREL
DAAMEART IRREILE LTVEIERRT—
BRDHFITHYET,

(® Mediators : NTRFERRT —ZNDHFEMHN

TRARFICBYES,
o

® NTVESF, FAMHSHTOESFERLE
S T, T, REOHFEFEBRT—20HICEFEE
: NEM>f=5F7TY,

<)

O 7AAUERSRIE HEALER (EA/) OHFH
F 2 2 Y TR (EE) ONFEFHAT HBRF. FELA
|2 S1007 TRl TLRs %ﬁ;??;ﬁd)ﬁ?’&ﬂﬂﬂ?’é BRICHZIZ L%
M L o

@® ET7AACOEREEEE LD egendl A o HE
BTEFET,

® EELEOD MTable Viewl 92U v995ET—T
IWERRIZYBEZ S ZENFRETY,
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RFOTAAVEY IV I LET,

BET SHEEERNNS A4 bRERSh, Ry T
FTyIMNab ENY EF, Ry T7y FIZIFHEE
ERO—ELENRTINET,

Mediators A A A——— — — —

b

SNAILL e$ﬁﬁ1’ﬁ}ﬁ0)—%G)Mechanism% EHUvILET,
A

n Interactions
O sHEERICET SHAXBO—BEERRLET.

6 INTERACTIONS

@ DetailsHC[EXEDPED M, EKERF %K.

From & Mechanism 4 To ¢ AL -AlcHEnoER., U oBIE
Bk E, XIS INEHREE

PAK1 Phosphorylatio | SNAILL

’ EDTHYET.
SNAILL Transcription CCL2

regulation

Phosphorylation
PAK1 — SNAIL1
Serine/threonine-protein kinase PAK 1 Zinc finger protein SNAIL

References (2)

Cancer research 2014 Aug 14;
PAK1 tyrosine phosphorylation is required to induce epithelial-mesenchymal transition and radioresistance in lung cancer cells.
Kim E, Youn H, Kwon T, Son B, Kang J, Yang HJ, Seong KM, Kim W, Youn B

@

PAK1_HUMAN Phosphorylation SNAIL_(HUMAN)_Ph_S246* Activation As49

IR-activated PAK1 directly interacts with Snail and regulates transcriptional repression activity of Snail by Ser site-directed mutagenesis « protein kinase assay o
phosphorylation in NSCLC cells. coimmunoprecipitation « mass spectrometry « luciferase

reporter gene assay « inhibitor treatment
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Rt FSERODEESR : Pathway Maps

CDOERTIIBITERDRHICDVNTITRNMULEY . Pathway MapsD#gET(d77y T O0—
RUHRZESEFHEET IEANOENFNT O 2D N EIRETY.

X KEY PATHWAY Sample Data (CD) lPathwayMaps] 249 ) w53 5 &,
Key Pathway Maps® —EHARREINFET,
YOUR DATA

KEY HUBS 204 KEY PATHWAY MAPS D BHRICE>TREESNF/NAYT A
Ty TORBNRREINET,

Pathway maps are graphic images repre
changes in pathway activity that could b
Hover over each heading for more detail

el gl o e e Click here for more details

Physiological Pathway Maps

KEY HUBS 204 KEY PATHWAY MAPS Download Report ¥

Pathway maps are graphic images representing complete biochemical pathways or signaling cascades
in a commonly accepted sense. To explore which changes in pathway activity that could be represented
by changes in individual genes/proteins in your data an enrichment analysis was performed.
Pathological Pathway Maps Hover over each heading for more details or click to sort by that column (click twice to reverse sort
order).

Physiological Pathway Maps

Click here for more details

Diseases

METEN Pathway impact
Process Networks

Pathway Groups @
DRUG TARGETS ~ ~ ~
Similar diseases
1 Immune response_IL-17 signaling pathways 2.4506F-9  os— -
PUTATIVE BIOMARKERS
Simitar di 2 Immune response_MIF-mediated glucocorticoid regulation 8.5802E-7T  eos— -
imilar diseases
ANALYSIS SETTINGS 8 Cell adhesion_ECM remodeling 1.6449E-6 os— -
Sample Data (CD) [ Immune (D] 7 a
KEY PATHWAY ponse. IL-17 signali N 2 Enlgl;z?t
Table View Tutorial @ @ |mpaCt P-value : *E%E"]Ip U ‘y:f')‘
U MEHICK BRI ATy TD
P-valueZR9,
- o 0 isery o oo
R @ Path Activity : ZD/NA™ = 1 HYEHE
A Y e O nL : fEEshTWa (A) H, MEHSHh
> : T3 (V) hakF., KEEE
L o Ty TOFRNTERN DI
@ @ B G R DWTIENAERRLET,
¥ o & & Y a0 § X
NS, R & o @%) T o RyTBEI VY.
i Sl B SRR RIETBRRY ATy THRERENET,
. G ® & @ B O 1m0
z w0 TNl ® XY THOET A 2V OEKIIEE
y - - BLE®D legend] MNOHERTEET,
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Signaling Pathway Impact Analysis (SPIA)

»
E) MMP-1.
E »

Stromelysin-1
*q Bone destruction
MMP-0 =

"?RANKL = Settings I Legend = Descriptio

(THFEF11)

B a— ~ ICAM1
l« W@ =%
Fra buct Ki-osts 1KK-gsmna
| AP2K2) -~ - g HOA
Y £
r ®, = 1141220 B
@& & © iz B
i MEKS NiK )
=) (MAPZKE) (MAP3K14 48] lz

?@ K (cat)

b

(]

- ¥
PGE ? synthesis 7 coxz ) AiNOS
B, Aw PTGSD T
+P]  Prostsglandin 2 biosynihesis snd L
matanc|zm M N
L L] -,
. GRO-1

‘-HMNKL =S

: oL
E | (TNFSF11)
>
=) MMP-1
E » o]
Stromelyin-1 SETTINGS
- Bone destruction [ \
MMP-8 = e ——
) 0 \ cel JiCH
adhe
. [ o P
) CIKS TRAFE
0 o
o 0 ‘D
= kY 3 ¥ 1CAM1
la (o (e (oe) O
Fr3 The1 KK bets IKK-gamnla NO A
aP212) W
|« ) @ = 1141330 ‘\
P E‘ MEKB NIK = = 'z
{MAP2KE) L = (
1K (eat)
cox2 AiNOS
A (FTGSZ)
-~ TR| T
-kl
/vrent]
& S B -
E
>
)

© 2023 Clarivate.

mely  PATHWAY EXPLANATION & REFERENCES

IL-17 signaling pathway

The Interleukin-17 family consists of six cytokines in
mammals. Among them, Interleukin 174 (IL-17) and
Interleukin L7F (IL-1TF) are produced by a distinct subset of
CD4+ T helper (Th) cells called Thi7 cells. IL-17 and IL-1TF

playa critical role in inflammaies sis of

multiple autoimmune disease

i Development and differentiation of Th17 cells requires a
complex network of cytokines. In humans, Th1T

L differentiation is mediated by IL-23 and IL-6 released from

W myeloid dendritic cells, IL-1 beta and IL-6 derived from

macrophages, as well as IL-21 produced by activated T cells

€ = E A £ O settings D A 5 T Molecule

perturbation (SPIA)] %49 ') v,
T 74 JL kTl MYour data (fold change)| V&
RENTVET,

O SPAICE>TERBT—ARIZEETFIh B L
RODFORBEEILZEZSHTL. TOT
RODFOERBRELEFALET,

@ EmEAEL®D lDescription] 91wy
FTBLE NRADIAT Y TOBMEERE
RTEFET,

©® <y TOEREOEICFIALEEROH
ﬁ;giﬁ%ﬁ«ouybiﬁﬁbr
WED,
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PRI Y& SRR : Drug Targets

COBERTIIRERDODRA(CDNWTTIBNUET . Drug TargetsdikEE T (IRERS — Y ORIFZENE
7. BUKEHERESNEEER/\TBFN. BEUEE (BUL(EZDHELERE) (CDWVWT. FEEIFR
DIEEN ETRD TUVBHDIEHR. BLUCTORREEEERIT D ENTIETT,

TR ROMERE 70—

DRUGTARGETS] =9 U w¥,

E: o — . > PAN
KEY HUBS 26 DRUG TARGETS (PRIOR KNOWLEDGE) %f?%ﬁggéfiﬁy‘”“‘%’”?“

QTh‘\s tab shows existing drugs in preclinical to launched stages frq}
dataset. Such context around your genes may give a clue about p)

O EESHROS—4 v FEHETL
Pathological Pathway Maps = $ $ %) ﬁ\;a) gﬁ;&b{ﬁﬁ_\ -é nij— R = *L
LOHEEREEEDT—E2A—2X

YOUR DATA

Physiological Pathway Maps 1 ABCB1

Transporter
Diseases Cortellis Drug Discovery Intelligence%
1=EER \
Process Networks rﬁ i&/ﬁ t L q" 35 ?’ o
2 ABCG2 Generic channel
Pathway Groups
3 APP Generic receptor a
Similar diseases 4 BCL2 Generic binding protein a
KEY HUBS 26 DRUG TARGETS (PRIOR KNOWLEDGE) Download Report &
This tab shows existing drugs in preclinical to launched stages from the Clarivate Analytics Integrity's database for genes in your
dataset. Such context around your genes may give a clue about prospective targets and the competitive landscape.
Pathway Maps —
Pathological Pathway Maps - ] +
Rhaslccialiisviia s 1 ABCB1 Transporter Budesonide Launched Crohn Disease
D hd Rifabutin/clarithromycin/clofazimine * Phase IlI
Sirolimus * Phase II/lll
Process Networks
2 ABCG2 Generic channel - Budesonide Launched Crohn Disease
Pathway Groups
3 APP Generic receptor a Semapimod hydrochloride Phase Il Crohn Disease
Similar diseases 4 BCL2 Generic binding protein a Cyclophosphamide * Phase I/Il Crohn Disease
PUTATIVE BIOMARKERS . » .
5 ccL11 Receptor ligand - Bertilimumab Phase | Crohn Disease
Similar diseases
6 CD19 Generic binding protein Sirolimus * Phase Il/Il| Crohn Disease

(8 I C ® e (F)

0O FTRHEINENTIFORDHFTHNILHIEA O EFORFEEMBETT, Preclinicalh S EERD
DAEEERT AVLIRTEINET, 7 z—X, launchedE COEEMBTREINE
-a_o

@ ERT—IAFONFTHNEIEEOAAME
RTAVHRRENET. 0 HREBETT, T—57yIO— FEO
Setting CIEE LI-EREBRVZDATIY —IC
o EFENDEBEAVRTENET,
0 BAREEHELTY, BX12-185 AOMET, UT
DVITNIDIFHELHY . BRERFEFTHS

EEZZ BbNDHLDIZDLVTIZUnder Active @ Medical Subject Headings (MeSH)IZZ##LL T,
Development (UAD) DERR(*)HfFEENET, FRL-RmRAZEZH D EE. B L IXELHE

LRAYYy—R, 7= LLR— kT - EARICBHELERBISDONT, BAHKD
Y B L LS e TP Drug TargetsBRAT £ 7L\ E T ,

EERNDRT SRR R M ZDOEERR
WAEENDEZE)NH D

b) NAFRXHE (R OER) THEVT,
FROEH ZRIERLNHD
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R FESROOESR : Putative Biomarkers

CHENTIE. ERST—ITDELTFORIAZLH). EULLIHEREINDIER/\TDTFOEEN. 1FE
DEE (BULKFZDHEER) (CEAU TR TIRESND/ A ANY—H—BHRE—HITDINEDSH
EEEMTUET. CO—EDIEE (I Biomarker match score’& LT, Perfect. Similar. Uncertain.
Conflicting. Unknown® 5 DD L — RTERENFET,

COBIFICED., BEGCFBIVEER/\TDFMFEDERICEITD/N\AAY—H—LLTHRE=N
TWdhve., [EICHERIDCENTEET.

EiTfEROMERE 70—

I 145 PUTATIVE BIOMARKERS I Q

This analysis compares the direction of your gene expression (or Key Hub activity) with known

(Hre(t\'ona.l changes‘manuauy curated from literature within v_(ey Pathway Adv'\sor database.. The_ r P UTAT'VE B |O MAR KE RSJ E 7 U Vi 7 °
database includes biomarker knowledge for DNA, RNA, Protein and post translational modifications e N
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knowledge of these molecules in association with your chosen disease/indication. S —_
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| 2 Show only significantly associated (p-value<0.05) with pathology or prognosis. | @ e S ap
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Gene A Selectedd § Score ]
CTGF @ Crohn Disease PERFECT
- Class Aberration . Ac Activity Tissue
«a" Expression Fold Ab Abundance  Cell Type
Data change | pua CTGF_{HUMAN)_transcript aAb Colon 9
NM_001901 L0la

® BENEBICHTIRXTHRESLTLY € Tviewl VUV HTHE, HEXRD
BERCONTHEITELDTHYET, HMERET AL TERT,

D 4

CTGF_(HUMAN)_transcript Crohn Disease
connective tissue growth factor CTGF D003424
transcript
Connective tissue growth factor transcript « CTGF_human_transcript CO [On
Major transcript
References (1) e

Histopathology 2010 Sep;57(3):427-35

Connective tissue growth factor expression is increased in collagenous colitis and coeliac disease.

Bateman AC, Bauer M, Beattie RM, Giinther U, Kaskas BA, MacDonald TT

High Pathogenic Risk factor Unspecified Case-control

Increased Unknown 6 Cases, Colon 6 Controls, Colon

in situ hybridization

6 patients with Crohn’s colitis were analyzed by semiquantitative ISH for CTGF. As controls, colonic biopsy specimens with normal histology (n = 6) was used. There are significantly

elevated numbers of CTGF expressing cells in Crohn’s colitis when compared to normal colon.
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@ Details : WXPICERBES A TLBHEBMCDOVT, RBOTY A U OBITOF A EDOHE
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