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Open the Sequences Manager

Open the Sequences Manager from the Toolbar Buttons

1. Click the Tools button in the main application window toolbar or Drawing Tool toolbar.

{6 Document Lip
fle Ese View Took S

2. If necessary, click the Sequences Manager tab in the Tools window.

{ﬁ Document 2.p - tools - D x

If you do not see the Sequences tab, you can request access.

Open the Sequences Manager from the Tools Menu
1. Click the Tools menu in any window.

2. Click the Sequences Manager option under the Tools Menu.

Tools Specification Drawings

Drawing Tool...

ChemDraw Tool.

Terms M

Sequences Manager..

R-groups Manager..

Compounds Manager..
If you do not see the Sequences Manager in the Tools menu, you can request access.

Open the Sequences Manager from the Right-Hand Sidebar

1. Click the helix icon to expand the Sequences panel in the right-hand sidebar of the main
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application window.

If you do not see the helix icon and Sequences panel to the right, you can request access.

2. Click the pencil icon at the top of the panel to open the Sequences Manager.

.........

O

x|

Import Large Molecule Sequences from a Spreadsheet

Note that sequence data can also be imported from an ST.26 XML file, an ST.25 formatted .txt
file, or a FASTA/FASTQ file.

1. Collect or arrange your sequences in an .xlsx spreadsheet, with short, memorable names
in the first column, the sequence contents in the second column, and qualifier molecule
types in the third column.

m AutoSave ’ off) ll‘-” Generic Sequence Import.., v 2 Laura Berwnck

Fde Home Insert Pagelayout Formulas Data Review View Automate Help Acrobat = g

AL v i Jx A v
A 8 C -

1 |A !Gln Asp Gly Asn Glu Glu Met Gly Gly ile Thr Gin Thr Pro Tyr Lys Val Ser lle Ser Ala protein [
28 Gin Asp Gly Asn Glu Glu Met Gly Gly lle Thr Gin Thr Pro Tyr Lys Val Ser lle Ser Gly Thr Thr  protein ‘
3.,C Trp Ala Ser Thr Arg Glu Ser protein i
4 DNA1  GATTACAACA DNA ‘
3 RNA1 GAUUACAACA RNA |
6 D Lys Ser Ser Gin Ser Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr Leu Ala protein

7 {E Asn Tyr Tyr lle His protein ‘
8 DNA2 gattacaaca gattacaaca genomic DNA ‘
9 RNA2Z UAGCUBACUC GAGAUCGC RNA

10 Nomme WIYPGDGNTKYNEKFKG
11 Gnomme DSYSNYYFDY
12 DeeEnnAVATCGATTGAGCTCTAGCG

{
i
13 AmmEnnAyyuagcuaacucgagaucge \

. ) | ¥

Sheet! ‘Q_:I I 4 S »
| Ready Bd T Accessibility Good to ga H &) [ ] = 0%

2. Open the Sequences Manager.
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3. Click the Import Sequences control in the toolbar or select the option from the
Sequences menu.

nat | Sequences Window Melp
Add New Sequence
anvert Selechon 1o Sub fQuence y ' :ir'

Delete All Sequences

Convert Sequences to 1-letter Codes

Convert Sequences to 3-latter Codes

Impoart Sequences.
Export to ST.25/57.26

—

4. Drag your sequence spreadsheet onto the resulting import dialog

What s claled n

» | OrwmrBn Dovw Pl

= "¢ ovn e > 1B L B
r TEReerm et 200 g iow Fdae e [
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oo " Dt
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e AL oty -
s e

e tem

Soneg i ¢ Chom iy Do Fbe

# Cnwn dicons

Woetrp » x =2 55

& Cunctanx ¢

+ Caowvwns ¢ ; -
Cormmand [ Gomw

o Acum  #

pes Wl AASTIA N Sepmaree byt
Aot TS # rvpuahy Tkt

Putwt s »
e et #
Tadweat ¢ ¥

Lawrm fare itacnz TLOMD

OR use the Select File button to browse your file system for your spreadsheet file.

5. Review your imported data in the preview provided.
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Import Sequences

Exclude digita from imporied sequences
=

6. Uncheck the Exclude digits option to allow numeric symbols in sequence descriptions.

7. Click the Import sequences button if the data meets your needs.

Numbering is automatically assigned for use in SEQ ID NO labels. Sequences can be
reordered in the Sequences Manager to adjust numbering as desired.

Import Large Molecule Sequences from an ST.25 Text

Sequence Listing

Note that sequence data can also be imported from an ST.26 XML file, an Excel spreadsheet, or

a FASTA/FASTQ file.
1. Open the Sequences Manager.

2. Click the Import Sequences control in the toolbar or select the option from the

Sequences menu.
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nat [SeqUecer] Window Help

Add New Sequence =

="

Delete All Saquences

Convert Sequences 10 1-letter Codes

Comvert Sequences 10 3-letter Codes

Import Sequences..
EXpont 10 51.25/57.26 R

1

Drag and drop your ST.25 file onto the field provided

Import Sequencas
Pow PO GROMTIIT,

= Omelvovw BoChe
fw A " S|
B
B in Rpa T 0 Pt

Bl Comprane ceont Langhi ate

WOets  # HE Garws: Lovpoomt Memage lopen Tetbe st
i Dovenen - [ [PV —T Y
A Dnibiads 9 Lirge swbpote TT
Cosiniie Wa 9 I 1t b Py U g s ot
UCWen  # & Famtiae
L Mimrm | bewsekoiet TTERE  Aleeyr anwlstis we s dovet

OR Click the Select File button to browse for your file in your local file system
OR Click the link to copy and paste your ST.25 file text into the field provided

X
Import Sequences
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tropert Seguances

P sl i n

4. Review the imported data in the preview provided.

Import Sequences

Cuncal
o~

5. Click the Import Sequences button.

Numbering is automatically assigned for use in SEQ ID NO labels. Sequences can be
reordered in the Sequences Manager to adjust numbering as desired.
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Import Large Molecule Sequences from a FASTA/FASTQ
File

Note that sequence data can also be imported from an Excel spreadsheet, an ST.26 XML file, or

an ST.25 formatted .txt file.

1. Open the Sequences Manager.

2. Click the Import Sequences control in the toolbar or select the option from the

Sequences menu.
nat ‘Sequences. Window Help

Add New Sequence
r“‘w.ﬂ A ‘ cer"Mv:e: &

Corvert Sequences to 1-letter Codes

Convert Sequences 10 3-(atter Codes

ST.25/5T 26

Export to S

3. Drag and drop your .fasta, .fastq, or other similarly-formatted file into the dialog
provided, or use the Select File button to browse your file system for your formatted

file.

Import Sequences
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4. Review the imported data in the preview provided.

Import Sequences

i m

5. Click the Import Sequences button.

Numbering is automatically assigned for use in SEQ ID NO labels. Sequences can be
reordered in the Sequences Manager to adjust numbering as desired.

Import Large Molecule Sequences from an ST.26 XML
Listing
Note that sequence data can also be imported from an ST.25 text listing, an Excel spreadsheet,
or a FASTA/FASTQ file.

1. Open the Sequences Manager.

2. Click the Import Sequences control in the toolbar or select the option from the

Sequences menu.
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- tools
nat [Sequences. Window Meip
Add New Sequence
onvert Selechon to Subzequence

Delete All Secuences

Convert Sequences 1o 1-letter Codes

Convert Sequences 10 3-letter Codes

1

Import Sequences..
moonses .
Expart to ST25/5T.26.

Drag and drop your ST.26 file onto the field provided

Import Sequences

Por Exzed dccumernta,

Bl Corpecnd erpot et

e P Bl Garwns Conigunsnd Marages g Tebbeslo
go > Lage e T STIS TXT
L D » Laoge e TT

AL € M0t Pox Py ~ 1349 + setnsescrs ol

B Ermenion

e S beciont TIONI  Alatet svaintion nn ths deve s

a.- + Lopy
=3 x i v
Aoy

OR Click the Select File button to browse for your file in your local file system
OR Click the link to copy and paste your ST.26 file text into the field provided.

Import Sequences
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4. Review the imported data in the preview provided.
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5. Click the Import sequences button.

Numbering is automatically assigned for use in SEQ ID NO labels. Sequences can be
reordered in the Sequences Manager to adjust numbering as desired.

Create an Individual Large Molecule Sequence

1. Open the Sequences Manager.

2. Click the Add button or select Add New Sequence from the Sequences menu.
& * Combined ChemBio Sample Filetp - tools

File Edit View Tools Insert Format [Seguences: Window Help

-7:m':t‘;:. ':w;'@&qumc ?

Delate All Sequences

Convert Sequences 1o 1-ietter Codes

Convert Sequences to 3-letter Codes

mport Sequences..

w
"

1ame < Fynnrt tn ST2S/ST.76

3. Enter a Nickname as a memorable way to reference the sequence for your convenience,
or as a secondary signifier for the sequence in your application.

X
Add Sequence
5-Ti 3T -j

genomic DNA
other DNA
unassigned DNA

Cancel
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4. Select a molecule type and qualifier molecule type from the options provided.

5. Click the Save button.

Edit a Large Molecule Sequence
1. Open the Sequences Manager.
2. Locate the entry for the desired sequence in the left-hand sidebar listing
OR

Click the sequence description fields to select multiple sequences (similar to selecting
multiple claims).

3. Hover over the sequence entry and click the edit pencil icon that appears on hover.

| 49 * Combined ChemBic Sample Filetp - tools

File Edit View Tools Insert Format Sequences Window Heip

| Torms EECEBEISEEN R-groups | Compounds Prafersy List | Corsmienrcy fwve TerTw
]
| + Add
|
|
I a 8-name H
3-name C
|
- G al Gin Leu Val Gin Se
| 4-nameD st b
Cys Lys Ala Ser Giy Tyr Th
S-nameE Gin Gly Leu Giu Trp lie Gly
Phe Lys Gly Arg Ala Tnr Le
o~ namo = - -~ A -
|| =TS Ser Leu Arg Ser Glu Asp T
| 7-name G Phe Asp Tyr Trp Gly Gin Gl
\
]
|
9-A
l 4
| Edit seqguence
| 10-8 Gin Asp Gly Asn Glu Giy
| -
| —
5 INAEA 4 10-B
| 12-DNA
L

- ——— Ol LSmm £ B e £ L.

Select the Molecule Types... option under the Convert dropdown in the toolbar.

Last update: August 20, 2025 Release: 3.30 Page 15



& " New Chem Bio Sample File.rp - tools - D
File Bt View Took Mnsert Format Sequences Window Help

— Soguse | Crewpmaeen | Rocheas=g Oore Crz=y—: & - Le=rge

£
:
&
i

5

1-mame A orote o 27 omno 0oas | o2
Do not use speces

o
3

4
J
1

G+ogme D

. |
)

g-nomeo P

2820031104

4-name C ( 17 GUEno CCITs Creane A20 35 2023102
l Tro B Tyr Pro Giy Asp Gdy Asn Thr Ly Tyr Aen (3u Lye Phe Lys O ‘

4. Make the desired changes in the dialog presented.

Edit Nickname

Hokname

owar)

Woezue tyse

ﬁ_-v no hevg OhA, LID7Y OralwrA

Quaial MQ\on U tyDe

IO v

Cancet 9

OR
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Edit Molecule Types

L

5. Click the Save button.

6. For sequence composition changes, see Describe a Large Molecule Sequence.

Describe a Large Molecule Sequence

1. Open the Sequences Manager.

2. Locate and click the entry for the desired sequence in the left-hand sidebar listing

§ * Combined ChemBio Sample File.tp - toals - o X
File Edt View Took Insert Format Sequences Window Help
| Svovorems |
m 5 t . i
& 8-name H Croated Aug 13 2021 T1SH -

OR scroll down the window to the description field for the desired sequence.

3. Type or paste the new or updated composition description of the sequence composition
into the description field provided.

4. If necessary, convert the description coding from 3 letters to 1 letter or vice versa.
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Flag Key Sequences

1. Open the Sequences Manager.

2. Locate and click the entry for the desired sequence in the left-hand sidebar listing or
scroll down the window to the description field for the desired sequence.

& * Combined ChemBio Sample File.tp - tools - O

File Edt View Tock Insert Format Sequences Window Melp

—~ 8-nameH

Note that flagging is only visible within the Rowan Patents integrated drafting
environment. None of the data exported for filing will indicate which sequences have
been flagged.

4. To unflag a flagged sequence, click the flag icon again.

Delete a Large Molecule Sequence

1. Open the Sequences Manager.
2. Locate the entry for the desired sequence in the left-hand sidebar list.

3. Hover over the sequence entry and click the trashbin icon that appears on hover.
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& * Combined ChemBio Sample Filetp - tooks

File Edit View Tools Insert Format Sequences Window Help

’»:‘:"‘-,'”:' Compoung My Profoniry Uist | Consstencsy Rewe

4. Confirm your deletion.

Delete Sequence?

A This sequence is used in the specification, so deleting it will break tags and
synced text associated with it

Cancel

5. Text previously tagged as sequence data will be highlighted in your application to
facilitate making the appropriate updates as you desire.

[0002]Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Ars Ala Thr Ile Asn
Cys Lys Ser Ser Gln Ser Leu Len Asn Ser Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys
Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro Asp Arg Phe Ser
Gly Ser Glv Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyt Tyr
Cys Thr Gln Ser Phe Ile Leu Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

[0003]SEQ ID NO: g name I
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Insert Sequence Data into an Application

Insertion from the Right-Hand Sidebar
1. Make sure your cursor is at the desired insertion point in your claims or specification.

2. Click the helix icon to expand the Sequences panel in the right-hand sidebar.

o
Sequences Z

%

If you do not see the helix icon in the right-hand sidebar, you can request access.

3. Click the SEQ # to insert the sequence identifier label as a tagged data object.

s~ B

& Sequences Table x

ED DESCRIPTION /_\\@5201 R*
here SEQ ID NO: 3 - spp2 e |t
= y

- .‘

4. Click the nickname to insert the sequence nickname as a tagged data object.

& Sequences Table

ED DESCRIPTION m
here SEQ ID NO: 2 name B|

dOd A xm

5. Click the Insert Sequence arrow to insert the full sequence composition as an auto-
synchronized data object.
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ED DESCRIPTION
hege SEQ ID NO: 2 name B Asn Tyr Tyr lle Hid

Asn Tyr Tyr lle His

@4 A xM

Include a Sequence Table
1. Make sure your cursor is at the desired insertion point in your claims or specification.

2. Click the helix icon to expand the Sequencess panel in the right-hand sidebar.

&
(oo S

If you do not see the helix icon in the right-hand sidebar, you can request access.
3. Click the Sequences Table option to insert the sequences table at your cursor location.

4. Atable containing populated columns with the name, residues, and SEQ ID # for each
sequence will be inserted at your cursor location.

- / v !
DETAILED DESCRIPTION AT oS .
& Senuenges Tahee b 4
Nickname Residues SEQID ) -
4 SE01 A\{= R
Gin Asp Gly A Gle Glu Mert Giy Gy Tie Thy
k"
Gln Thy Pro Tyx Law Val Ser lle Sor Gly Thr The 4 5602 neret g o
. alllel SEL N -
mane A Val Ile Leu Thy SEQIDNO: 1 & SEOS
fame B A Tyr Tyr Ile His SEQ IDNO: 2 "
Trp Hle Tvr Pro Glv Asp Gly Asa Thr Lvs Tyr Asa 509
name C Glu Lys Phe Lya Gly SEQIDNO 3 & sE0s
raeme D Asp Ser Tyr Sar Asa Tvr Tyr Phe Asp Tor SEQIDNO 4
- 5toe
Lys Ser Sar Gln Ser Leu Leu Asn Ser Asg Thr Asg
name E Lys Aso Tor Leu Als SEQIDNO: 3  SEQT i
nanse F Tep Alz Ser The Arg Gl See SEQIDNO-6 & sros o
wame G The Gl Ser Phe Hle Lot Ary The SEQIDNO:7
= SE0 9 ur

Gla Val Gin Leu Val Gix Ser Gly Ala Glu Val Lys
Lys Pro Gly Ala Ser Val Ly» Val Ser Cos Lys Al

Note that we recommend you only insert this table after you've ensured your compounds
are ordered and described as desired. But if you need to make changes after you've
inserted the table, it's easy to delete and reinsert it.
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SEQ ID NO Autocompletion as You Type

1. Type "seq#", where # is the identifying number for the existing sequence you wish to
reference, followed by a space.

E.g., to insert the "SEQ ID NO: 1", type "seql" and hit space. The typed "seql" text will
be replaced by the tagged "SEQ ID NO: 1" data object.

[0003] Seq H [0003] SEQ ID NO: 1|

OR begin typing the desired sequence identifier.

2. Select from among the sequence identifiers in the auto-complete menu presented

NO: 1. seq NO: 1. SEQ ID NO: 4

Aim 1, wherein the bind!

atibod se0 10 e erein | ntibedy of
mdal s20 0N ble (V ght chain variable (VL) doma
g (T e
eV IQ‘\:‘. L} /) e VL domain.
£ { £ '
atibod laim 2 ntibody of claim 1 or claim 2, wherei

OR when you type the space following "seq", the text will be replaced by "SEQ ID NO: ",
and you may type the desired number followed by another space.

3. The selected identifier will be inserted as a tagged data object.

Nickname Autocompletion as You Type
1. Begin typing the desired nickname.

2. Select from among the matching nicknames in the auto-complete menu presented
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[0003] Anf > | [0003] Antibody Trp-lle

OR finish typing the nickname and hit space.

3. The nickname will be inserted as a tagged data object.

Sequence Revision Data Synching

Note that all changes made using the Sequences Manager are automatically reflected across

your entire application.

1. If you type a change to the auto-synced sequence composition data in your application,
the data will be highlighted as out of sync with the Sequences Manager data.

The content is out of sync with the sequence

[0002] Gln Asn Asp Gly Asn Glu Glu Met (ﬂgg_li?ﬁe Thr Gln Thr Pro Tyr Lys Val Ser Ile Ser Glv
Thr Thr

2. The menu provided while your cursor is within the auto-synced text will allow you to:
e Re-Sync from the Sequences Manager, undoing your change

e Sync edits to the Sequences Manager, storing your updates and reflecting them

across your application

e Leave the text as is and ignore synchronization going forward, untagging your
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text, or

e Delete the synced text, removing your text altogether.

Remove All Sequences

1. Open the Sequences Manager.

2. Select the Delete All Sequences option from the toolbar or the Sequences menu.

&9 * Combined ChemBio Sample Filetp - tools
File Edst View

v Tools Insert Format Seéquences Window Help

oo R Add New Sequence
| m —

@' Sequences
Sequences = - ~
Convert Sequences to 1-letter Codes

Convert Sequences to 3-letter Codes

2-name B R
mgoort Sequences. Croston: &
hame & Export to ST25/57.26

-

n

Note that this deletes data object tagging and data, but does not remove the tagged
text from your application.

3. Confirm your deletion in the confirmation dialog.

Cancel

4. Text previously tagged as sequence data will be highlighted in your application to
facilitate making the appropriate updates as you desire.
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[0003] SEQ ID NO: g name I

[0002]Asp Tle Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg Ala Thr Ile Asn
Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys
o 2 v e bz L e e g i e i sl et 8 D S e
Gly Ser Glv Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr
Cys Thr Gln Ser Phe Ile Leu Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

Set Sequence Format

1. Open the Sequences Manager.

2.
the Sequences menu.

Choose the desired conversion option (3 to 1 letter or 1 to 3 letter) from the toolbar or

Choose the desired spacing option (Use or Do not use spaces) from the toolbar menu.

& * Combined Sample File_ChemBiolfeSciences.tp - tools

File Edt View Tool Insart Format Sequencss Window Sealp
[ secummcm | Al S
DCelate All Sequences
Sequences

@equeﬂ:es 10 1-letter C =
—

£ Comvent Sequences 1o 3-letter Cdy

Import Sequences
Export to ST25/5T.26
F=name.s | 2-mameB (oot

Somno aoie

a X

8 B & Jconwts

3101 lotior

1to 3 letter

Uae spaces

4. Your sequence coding will be converted per your selections. Sequences that cannot be
converted will remain unchanged, and a notification will indicate which sequences

weren't converted.

& * Combined ChemBio Sample Filetp - tools

File Edt View Toolks Incert Format Sequences Window Help
BN
B K& u
o—- t SRS SIOMENTI NAVE DN COAVEREL 10 SN0 Slomones
4 C 2. name B = siea dug 182021 1145
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Export a Sequence Listing

1. Open the Sequences Manager.

2. Click the Export to ST.25/ST.26 option in the toolbar or under the Sequences menu.

& * Combined ChemBio Sample Filetp - toals - a X

File Edt View Tools insert Format ‘Sequences Window Melp

m ' Add New Sequence L
B 7 M 5] Comentseectionts Sibiqiends 8 B W -
Delete Al Sequences

Sequences R

Comvent Sequénces to 1-letter Codes

ame & Convert Sequences to 2-letter Codes Cromod; Aug 13 202

Import Seguences

Expore 80 ST25/5T.26.

2. nama R Cromod: Aua 13202

Note that if a sequence description contains data that cannot be exported correctly, you
will receive a message listing which sequences need attention.

Cannot export

Patentin/WIPO Seguence will refuse to open the exported file because some of your
segquences contain unrecognizable sequence codes.

Check the following sequences and try again:

SEQ ID NO: 1

SEQ ID NO:12

SEQID NO: 18

SEQ ID NO: 18

3. Select which format to export to.
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Export Sequences

Warning: The generated sequence file is unsuitable for filing.

Canceol Export to ST.25 Expont 1o ST.26

4. Save your file to your file system using your operating system dialogs.

'“SamAs

o Train.. » Turbo

Organize » New foldes

) Home Name

Date moddied

¥ dems maich yo

Ul Desktop

B
& Downloads #

N Pictures -

ir search

sequences.xml

Cancel

[ sa}¥

Warning: The generated sequence file is unsuitable for filing. Import your Rowan

export file into Patentin or WIPO Sequence to complete and validate your sequence
listing.

Reorder Sequences

1. Open the Sequences Manager.

2. Locate the entry for the desired sequence in the left-hand sidebar list.
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OR

Click the sequence description fields to select multiple sequences (similar to selecting
multiple claims).

3. Click and drag that entry up or down the list, and drop it into the desired new position,
as indicated by the darker insertion point bar.

0
-

@ * Document 1.4p - toals -

Flle Edx View Tocis Ingent Format Seguences Window Hep

. el " & ’ .
;

Sequences

1+ Lead Antivody 1 Sawmes 400 3031048 P

0 - Lo Antibooy 3

OR

Click the drag handle provided to the left of each selected sequence name and

'. * Katws e B0 S Flesp - ol - o x

Fie Ede View Took ‘eoemt Fooed Sequemes Windos  belp

Add 5B F

1L

SACOUONCey

- 1 mumwew A

Jﬁ 3 mame G

4 anws " . s lTioIngd

S nane €

G- name D
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4. Your entire sequence list will be renumbered to reflect your changes, and all SEQ ID NO
references will be updated throughout your application.

Create a Subsequence from a Sequence

Identifying a Subsequence
1. Open the Sequences Manager

2. Locate and click the entry for the desired sequence in the left-hand sidebar listing

OR scroll down the window to the description field for the desired sequence.
3. Select the elements of that sequence you wish to identify as a separate subsequence.
4. Right+click the selected text and select the Convert to Subsequence option.

OR select the Convert Selection to Subsequence... option in the Sequences menu.

& Combined Sample Fle_ChemBiolifeScencestp - tooks - a X

Filg Edit Veew Toolr insart Farmat quwn(n Winde =elp

Add New Seguence

+ Add B 14, Comvent Selection 10 Subteguence PA8E 8N g
Celete All Sequences "t
Sequences . _ . =
Lonvert Sequences to 1-letter Codes
- fr v equend 3 M85 C ' aug 13 20 38
£ AN Import Sequences !:!I‘E:lm" R oo — Ve Ser 0y
3 nome £ Export o 5T25/5T 26 Qe." 5«.:-1@
———
4-name F ut “ny
= 2-name B oo -0
B = rbhiac 14 Tur T H Paste
nspect
3-nameC e . 2 O

"https://downloads.intercomcdn.com/i/0/702239980/1508dbbe222441d5c07158ac/co
nv+subseq+options.png"

5. Fill in the data as desired in the Add dialog.
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Add Sequence

Cancel

Note that molecule and qualifier molecule type information will be inherited from the
original sequence, but can be modified if desired.

6. Click the Save button.

7. A new sequence listing and identifier will be created for the identified subsequence.

Last update: August 20, 2025 Release: 3.30 Page 30
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Synchronizing Changes

1. The subsequence will be tagged as a synched data object in the original sequence.
Changes to the subsequence will be reflected in the parent sequence automatically.

2. Changes made in the sequence that affect the subsequence will present a dialog of
synchronization options:
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The content is out of sync with the sequence

Re-sync from Sequences Manage Sync edits to Sequences Manager lgnore sync Delete synced content
GIn Asp Gly Asn Glu Glu Met Gly Gly lle Thr Gin Thr Pro Tyr Lys Val Ser lle Ser Gly
Ihr Ihr val lle Leu Thr

® Re-Sync from the Sequences Manager, undoing your change

e Sync edits to the Sequences Manager, storing your updates and reflecting them
in the subsequence and across your application

e Leave the text as is and ignore synchronization going forward, decoupling the
subsequence from the parent sequence, or

e Delete the synced text, removing the subsequence data entirely from the parent
sequence.

Check Sequence Support with Consistency Review

1. Open the Consistency Review tool from the Tools menu or the Review menu.
2. Select the Sequences tab.

3. Review the warnings for data that is not included in your claims and specification, and
correct your application by inserting sequence data into your claims and specification as

needed.
; & " Dotument 1.1p - tooks = = % ‘
[ Fie Edr Vew Tocok Window Help
SEQIDNO ~ Claims Specification
o [1] Y
- . o =
= ° -
= o °
= o °
N o °
N o
o o
o o
o o
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Open the Compounds Manager

Open the Compounds Manager from the Toolbar Buttons

1. Click the Tools button in the main application window toolbar or Drawing Tool toolbar.

@& Document Lip

flle Ese View Mook S

B &=

2. If necessary, click the Compounds Manager tab in the Tools window.

& Document 2.0p - tools - (=] X

If you do not see the Compounds tab, you can request access.

Open the Compounds Manager from the Tools Menu
1. Click the Tools menu in any window.

2. Click the Compounds Manager option under the Tools Menu.

Jools| Specification Drawings

Drawing Tool..

ChemDraw Tool

Terms Manager..
Sequences Manager
R-qroups N

Compounds Manager...
2l

My Profanity Lists,.

If you do not see the Compounds Manager in the Tools menu, you can request access.
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Open the Compounds Manager from the Right-Hand Sidebar
1. Click the molecule icon to expand the Compounds panel in the right-hand sidebar of the
main application window.
If you do not see the molecule icon and Compounds panel to the right, you can request

access.

2. Click the pencil icon at the top of the panel to open the Compounds Manager.

Import Small Molecule Compounds from a Spreadsheet

Importing Compounds from a Spreadsheet
1. Collect or arrange your compounds in an .xlsx spreadsheet with:

e Your internal compound reference number in the first column (required)
e The molecular drawing image or SMILES code in the second column (required)
e The compound weight in the third column (optional)

e The systematic name in the fourth column (optional)
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2. Open the Compounds Manager.

3. Click the Import Compounds control in the toolbar or select the option from the

Compounds menu.

& * Combined Sample File_ChemBiol#eSciences.tp - tools
File Edt View Took insert Format ‘Compounds Window Help

' —

4. Select and copy the desired data in your spreadsheet.

5. Paste your copied data into the Import Compounds dialog.
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Import Compounds

se'“en(é Structure Weight Name

Cance Import compounds

Note that any copied and pasted columns beyond the first four will be ignored.

6. Review your pasted data.
7. Click the Import Compounds button if the data meets your needs.

8. Numbering is automatically assigned for use in Compound or Example labels.

Compounds can be reordered in the Compound Manager to adjust numbering as
desired.

Create an Individual Small Molecule Compound

Creating a Compound
1. Open the Compounds Manager.

2. Click the Add button or select Add New Compound from the Compounds menu.

Last update: August 20, 2025 Release: 3.30 Page 36



@ Combined ChemBio Sample File.tp - tooks
| Fle Edit View Tools Insert Format [Compounds: Window Help

uied emcasions Add New Comp
Import Compounds

Delete All Compounds

Compounds e —

3. Enter your internal reference ID.

Add Compound

Inteenpl Reterences ID

17325
=

4. Click the Save button.

Edit a Small Molecule Compound

1.
2.

4.

Open the Compound Manager.

Locate the entry for the desired compound in the left-hand sidebar listing.

Hover over the compound entry and click the edit pencil icon that appears on hover.

i S at, i s e it e

| Q 1- ABC1+A2:D4

Edit compound

Make the desired changes in the dialog presented.
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Edit Compound

nternal Reference 1D

ABC]

Cancel

5. Click the save button.

6. For other compound changes, see Describe a Compound.

Describe a Compound

1. Open the Compound Manager.

2. Locate and click the entry for the desired compound in the left-hand sidebar listing or
scroll down the window to the description fields for the desired compound.

3. Enter the desired systemic name, structure, and weight in the fields provided.

€ Comboed Sample Fle_ChemBoliteScencestp - took - o x
| File Ede Yew Tozis imert Format Compounds Window M
m ‘II = a i °
3. ABCS
Compounds
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Flag Key Compounds
1. Open the Compounds Manager.

2. Locate and click the entry for the desired compound in the left-hand sidebar listing or
scroll down the window to the description fields for the desired compound.

3. Click the flag icon to the upper right of the compound description fields.

3-ABCS

Note that flagging is only visible within the Rowan Patents integrated drafting

environment. None of the data exported for filing will indicate which compounds have
been flagged.

4. To unflag a flagged compound, click the flag icon again.

Delete a Compound
1. Open the Compounds Manager.

2. Locate the entry for the desired compound in the left-hand sidebar list.

3. Hover over the compound entry and click the trashbin icon that appears on hover.

| €9 * Combined Sample File_ ChemBioLifeSciences.tp - tools

ile Edt View Tools Insert Format Compounds Window Help

i + Add

Compounds

4. Confirm your deletion.
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Delete Compound?

& This compound is used in the specification, so deleting it will break tags and
synced text associated with it.

Cancel

5. Text previously tagged as compound data will be highlighted in your application to
facilitate making the appropriate updates as you desire.

11. The molecule Compound 2 comprising [4-(2.4-Difluoro-phenyl)-5,5-bis-(4-fluoro-phenyl)-2-

oxo-oxazolidin-3-yll-acetic acid ethyl ester
H;‘i (o]
A
A
PG

3

Remove All Compounds

1. Open the Compound Manager.

2. Select the Delete All Compounds option from the toolbar or the Compounds menu.

8 " Corvborved Cherviin Sample Pty - task - a

! Ve Toss iesert Farew

Compounds (Examples)

Note that this deletes data object tagging and data, but does not remove the tagged
text from your application.

3. Confirm your deletion in the confirmation dialog
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e m

4. Text previously tagged as compound data will be highlighted in your application to
facilitate making the appropriate updates as you desire.

11. The molecule Compound 2 comprising [4-(2,4-Difluoro-phenyl)-3,5-bis-(4-fluore-phenyl)-2
oxo-gxazalidin-a-vll-acetio acid ethyl ester

Reorder Compounds

1. Open the Compounds Manager.

2. Locate the entry for the desired compound in the left-hand sidebar list.

3. Click and drag that entry up or down the list, and drop it into the desired new position,

as indicated by the darker insertion point bar.

@ * Combined Sumple Fle_ChemBol deSosececty - toak - 8] x
e fdr Vew Tooks Imset Format Compounds Weaos Help
e I
Compounds
1-ABCY

8- ANCH Ve AL N

4. Your entire compound list will be renumbered to reflect your changes, and all
Compound/Example references will be updated throughout your application.
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Change Prefix from "Compound" to "Example"

1. Open the Compounds Manager.

2. Click the Prefix Setting icon.

3. Select your desired prefix.

Compounds Settings

Cancel @

5. Tagged reference identifiers will be updated to reflect your selection throughout the

4. Click the Save button.

application.

ani.= . @-8-5-

- - T -
and dizruptiod Example 5-)4 (2.4 Diffoces phesyd) 5.5 bin L4 (higey phetyl) 2 0o Q 7,
acwtic acid sl watur
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. A e LD e 1
.

™ Com 4

Mot Moo pha ‘ .

v ®Comd u

sadZ =@

* Coma a80s X

* Comn sBCE X
& Com7 iv

* Comp spcm "X

Note that the user interface will continue to show "Com" and "Compound" options, but
your application text will be updated throughout as appropriate when you select the
"Example" option.
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Insert Compound Information into an Application

Insertion from the Right-Hand Sidebar
1. Make sure your cursor is at the desired insertion point in your claims or specification.

2. Click the molecule icon to expand the Compounds panel in the right-hand sidebar.

ml
b4
RX
O

Compounds Jes

If you do not see the molecule icon in the right-hand sidebar, you can request access.

3. Click the Com # to insert the Compound/Example identifier label as a tagged data
object.

4. Click the molecule icon to insert the structure image as a tagged data object.

5. Click the arrow to insert the systematic name as a tagged data object.

|
> L sx- W

& Compouncs Table
%

* Cant A2 A
[ sy

CLAIMS_—
= com3 anca L

/_.-*" ™
What is claimed is i

g 7 v
> & Com 54505

A2 «m

|
|
|
|

1. Compoand 1 -~ ../a&’;o AN v
P 4

S com7 ancT "X
_" > & ComB LiF o
® Com9 2ncs "X
* Com 10 A5
& Comn ar
* Com 12 42
® Com 13 28

2-{{8)-4.5.5-Tris-(2-flucro-phenyl)-2-axo-cxazolidin-g-yi}
acetamids nnor
| =
/
.

& Com18 umcm "X

Note that your internal reference ID is displayed in the right-hand sidebar panel for your
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information, but is not intended for insertion into your application.

6. Changes made in the Compounds Manager will be automatically reflected in inserted
data across your application.

Compound/Example Autocompletion as You Type
1. Begin typing the desired Compound/Example identifier.

2. Click to select from among the identifiers in the auto-complete menu presented, or
press enter to select the highlighted option.

[0045] Exam| [0045] Example 3|

Example 2

004¢ Excmpiq \loek 0046] FIG. 1 is a bloc
[ !| ( ]
inforr EX@MF nts frc information elements

OR when you type the space following your compound/example number, the typed
identifier will be tagged as a data object.

3. Changes made in the Compounds Manager will be automatically reflected in inserted
data across your application.

Systematic Name Autocompletion as You Type
1. Begin typing the desired Compound/Example identifier.

2. Click to select from among the systematic names in the auto-complete menu presented,
or press enter to select the highlighted option.
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[0045] Example 3 [5

acid ethyl estey|

OR when you type the space following your systematic name, that typed text will be
tagged as a data object.

3. Changes made in the Compounds Manager will be automatically reflected in inserted
data across your application.

Include a Compound/Example Table
1. Make sure your cursor is at the desired insertion point in your claims or specification.

2. Click the molecule icon to expand the Compounds panel in the right-hand sidebar.
b4
R)(

Compounds Jises

If you do not see the molecule icon in the right-hand sidebar, you can request access.

3. Click the Compounds Table option to insert the Compound/Example table at your cursor
location.

4. Atable containing populated columns with the Compound/Example number, the
structure drawing, the systematic name, and the molecular weight will be inserted at
your cursor location.
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PETAILED DESCRIPTION v

L 3

L §

o

g

¥
A2~

Campound & Com2 4502
Structure Name Welght
No: * coms aBcs O

=-{(S)5.5-Bis-(3-fmore- * Come umis "X

Compoand ¢ phonyl)-2-axo-4-phonyl 0.52 & Com7 sncr X

cxazobidig-3 il acetamide

2-{{$)-5.5-Bas-(2-fhmarn-

Note that we recommend you only insert this table after you've ensured your compounds
are ordered and described as desired. But if you need to make changes after you've
inserted the table, it's easy to delete and reinsert it.

Check Compound Support with Consistency Review

1. Open the Consistency Review window.

2. Select the Compounds tab.

Terms | Seguences | R-groups | Compounds | My Profanity List [ReSLISSELTSIRCIOERIE Tomplates | Cleim Tree

Terms (15 Sequences (9 R-Groups (4 Part Names (3 Compounds (2
Warnings) Warnings) Warnings) Warnings) Warnings)
All Compounds « Claims Specification

1 — ABCI#A2:D4 0 1

2 —ABC4 1 1

3 - ABCS 0 1

3. Review the warnings for data that is not included in your claims and specification, and
correct your application by inserting compound data into your claims and specification
as needed.
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Add a Molecular Drawing from ChemDraw

1. Copy your molecule(s) from the ChemDraw Application as CDXML text.

2. Place your cursor in the Rowan Patents application window where you wish to add the
copied molecule(s).

3. Paste the copied molecule data at your cursor location using Ctrl-V/Cmd-V or the Edit
menu Paste option.
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4. The molecule(s) will be displayed in .svg format but will remain editable in the
ChemDraw Tool.

5. If your molecular drawing contains Markush group labels, Rowan Patents can identify
these and help you define and track them.

Add a Molecular Drawing with the Integrated ChemDraw
Tool

1. Place your cursor in the Rowan Patents application window where you wish to add your
molecule drawing(s).

2. Open the Rowan integrated ChemDraw Tool from the Tools menu.
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ChemDeaw Tool

Terms Manager.. A
Sequences Manager

R-groups Manager

Compounds Manager

3. Use the tools provided to draw your desired molecule(s).

&V * Document?2 - ChemDraw - O X
Edit V;gw_Window
O Qg \ "\ % %% M0 0> OwA X HF%"% o,d
QYQBZNNN\,>00 00 &~ x & [1]%0%MH

OR copy a molecule from ChemDraw as CDXML text and paste the copied data into the
integrated ChemDraw tool.

4. Once your molecular drawing is complete, click the Insert all into Spec button provided
at the lower left-hand corner of the window.
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A checkbox is provided allowing you to instruct the tool to detect Markush groups as
drawings are inserted into your application.

Insert all into Spec

Import r-groups from structure

5. The molecule(s) will be displayed in .svg format but will remain editable in the
ChemDraw Tool.
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Add a ChemDraw Molecular Drawing from Word

1. Open your .docx file in your Word application.

2. Select and copy the molecular drawing(s) (and additional text if desired) in your .docx
file.

3. Place your cursor in the Rowan Patents application window where you wish to add the
copied molecule(s).

4. Paste the copied molecule data at your cursor location using Ctrl-V/Cmd-V or the Edit
menu Paste option
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5. The molecule(s) will be displayed in .svg format but remain editable in the ChemDraw
Too

Note that you can also open your .docx file in Rowan Patents, or merge in Word content,
to bring ChemDraw molecular drawings from Word into Rowan Patents.

6. If your molecular drawing contains Markush group labels, Rowan Patents can identify
these and help you define and track them.

Copy a Molecule from ChemDraw as CDXML Text

1. Open a ChemDraw file in the ChemDraw application.

2. Select the molecule(s) you wish to copy using the lasso tool or Select All command.

3. Copy molecules as CDXML text using Ctrl+D/Cmd-D

OR use the Edit menu Copy As > CDXML Text option.
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@- ChemDraw Professional - [Untitled Document-1]
@) File Edit View Object Structure Text Curves Colors Search Add-ins Window Help
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Clear Del .
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Invert Selection Shirft+Ctrl+I
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Paste Special ¥ SLM
Get 3D Model nchl
Insert File... e [
Insert Object... *
Object MOL Text A+ Shift+ Ctrl+ O
MOL V3000 Text Alt+Ctrl+0
HELM Alt+Ctrl+E
HELM (Matural Analog)

4. The copied text can be pasted into the integrated ChemDraw Tool or directly into your
Rowan Patents application.

Edit a ChemDraw Molecular Drawing

1. Double-click the desired molecular drawing where it is shown in your specification or
claims. An inline instance of the integrated ChemDraw Tool will open.

| € * Combined Sample @ g X
VIEW Window

}0 (©} NN7% 7% %M00D> Ow A 5 5] o, I

[} QR Z\NNMN>S\,>0000~w B [0 B,

2. Edit your molecular drawing as desired.
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3. When your edits are complete, be sure that all or no elements are selected. If individual

elements are selected, that is all that will be inserted into your application.

4. Click the Insert all into Spec button.

Insart all into Spec

Import r-groups from structure

5. The updated molecular drawing will replace the previous version in your application.
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g

a_

4 O
o

Enter image caption

If you've added or modified any R-groups, be sure to re-import them from your updated
drawing, or add or edit them in the R-groups Manager.

Delete a ChemDraw Molecular Drawing

1. Click to select the molecular drawing you want to delete.
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2. Press your keyboard's Backspace or Delete key to delete the drawing.

Backspace Insert
| Delete

\

Enter

Note that R-groups imported from the drawing will remain in the R-groups manager,
and would need to be deleted individually if desired.

Add a Molecular Drawing from BIOVIA Draw

Note that BIOVIA Draw support is limited to BIOVIA Draw 2019 or later, for Windows.

1. Open a BIOVIA Draw file in the BIOVIA Draw application and select the molecule(s) you
wish to import.
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File Edt Options Object Chemstry Window Help
. @ Transfer Lo d & X . vl
Flze1prrtrsrilsrettsd\ 7/ OB
= Unnamed? 4

- @ 100%~ + T 412005  Current Took Al-Purpose Drawing Tool |

2. Copy the molecule(s) using the Edit > Copy As > Sketch String or Molfile (Ctrl+M) menu
options.

File l Edit | Options Object Chemistry Window Help

g@Trn_ ¥}  Unde CtrieZ (o - O Aa
i3 | Redo Ctel+¥

gx,;"!" Cut Ctris X V' |\ L LS
""" = Copy Ctri+C

f' O Paste Ctel+V  Formatting Toolbar
L __ Copyhs A Molfile Ctrl+M

Q\ X Paste Bitmap As i\f SMILES String

& Duplicate Ctrl+D NEMA Key

i Delete Del Chimestning

g Italic Ctrl+| Sketch String

w Bold Ctrl+B InChl Stnng

BIOVIA Draw molecular drawing data must be MOL/RXN compliant for Molfile data to
display correctly. Refer to BIOVIA support documentation for more information.

3. Place the cursor where you want to paste the molecules within the main drafting
window.

4. Use Ctrl+V/Cmd-V or the Paste option in the Edit menu to paste the molecule(s) at your
cursor location.
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The molecule(s) will be displayed in .png format, but remain editable.

If your molecular drawing contains Markush group labels, Rowan Patents can identify

these and help you define and track them.

Add a BIOVIA Draw Molecular Drawing from Word

1.
2.

Last update: August 20, 2025

Open your .docx file in your Word application.

Copy the molecular drawing(s) (and additional text if desired) in your .docx file.

Place your cursor in the Rowan Patents application window where you wish to add the

copied molecule(s).

Paste the copied molecule data at your cursor location using Ctrl-V/Cmd-V or the Edit
menu Paste option.
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Note that you can also open your .docx file in Rowan Patents, or merge in Word content,
to bring ChemDraw molecular drawings stored in Word into Rowan Patents.

6. If your molecular drawing contains Markush group labels, Rowan Patents can identify
these and help you define and track them.

Edit a BIOVIA Draw Molecular Drawing

1. Double-click the molecular drawing in your application. An instance of BIOVIA Draw will
open.

v |j| Bl o O . UT £ pounds of formula |

HaN \

3. When your edits are complete, click the transfer button in the top left corner of the
BIOVIA Draw window.
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4. The updated molecular drawing will replace the previous version in your application.

If you've added or modified any R-groups, be sure to re-import them from your updated
drawing, or add or edit them in the R-groups Manager.

Delete a BIOVIA Draw Molecular Drawing

1. Click to select the molecular drawing you want to delete.
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2. Press your keyboard's Backspace or Delete key to delete the drawing.
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| Delete
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Enter

Note that R-groups imported from the drawing will remain in the R-groups manager,
and would need to be deleted individually if desired.

Open the R-Groups Manager

Open the R-groups Manager from the Toolbar Buttons

3. Click the Tools button in the main application window toolbar or Drawing Tool toolbar.

4. If necessary, click the R-Groups Manager tab in the Tools window.

(0 Document 2.tp - tools

File Edet View Toolt Insert Format Terms Wmndow Help

If you do not see the R-groups tab, you can request access.

Open the R-groups Manager from the Tools Menu

1. Click the Tools menu in any window.

2. Click the R-groups Manager option under the Tools Menu.
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Tools Specification Drawings

Drawing Tool...

ChemDraw Tool

Terms Manager

Sequences Manager,

R-groups Manager.,

Compounds Manager.
If you do not see the R-groups Manager in the Tools menu, you can request access.

Open the R-groups Manager from the Right-Hand Sidebar
1. Click the Rx icon to expand the R-groups panel in the right-hand sidebar of the main
application window.
If you do not see the Rx icon and R-groups panel to the right, you can request access.

2. Click the pencil icon at the top of the panel to open the R-groups Manager.

/;\ _

& R Rz G-Ca alhyt Co-Ca cycios (RY
& R Rz C-C. sk CyCq cycion i

& R 2ic-

M

b R)ﬂ ——

Add R-Groups (Markush Groups) from Editable Molecular
Drawings

Importing R-groups with the integrated ChemDraw Tool

1. After adding or editing a molecular structure drawing in the integrated ChemDraw tool,

select the Import r-groups from structure option before inserting your drawing into your
application.
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2.

Import r-groups from structure

Labels detected as representing Markush groups rather than elements will be populated
in the R-groups Manager.

Importing R-groups Using the Context Menu

1.
2.
3.

Locate the editable molecule drawing within your specification.
Right-click the molecule drawing to open the context menu.

Select the Import R-groups option, underneath the Font and Paragraph sections.

E s (Bl B 0O 0O 9 =2

T ¥
R2 h R
Convert to Term Ctrl+5Shift+T
@ Remove as Term
X1 R1 Edit Term and Definition
L 1 Insert Definition
Enter image caption
o Convert to R-Group Ctrl+Shift+R

Delete R-group

Fant 4

Labels in the molecule drawing will be examined, and detected Markush groups will be
added to the R-groups Manager.

HYPERLINK "https://rowan-patents.intercom-attachments-
7.com/i/o0/705686239/407917a9734d60d51ef93ale/FnhhcNVxDpUxng_r5gKntCPZgUfw
Bpm8MtY1kxO7XFfYwKAVgE4ebbYuhG6qPdHORwWWEDcgdtrzQwkzqlVZTLy092QHNnhKo8
htsYgvitU108Gamd6qeKOc8cfvXdxfIP9pPnl190mqJBZdEfDPGJCok"

Note that you can enter the R-groups Manager to inspect imported groups by clicking
the link provided in this message.

R-groups that already appear in application text will be tagged as data objects and
maintained consistent with changes in the R-groups Manager.
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[0029] or a sterecisomer, tautomer, or pharmaceutically aceeptable salt thereof, having the

following molecular groupings: RY, R?, and X

6. If labels match groups that already exist in the R-groups Manager, they will be omitted
from the import.

Note that Markush groups CAN be detected from ChemDraw and BIOVIA Draw
molecular drawings added to Rowan from:

e BIOVIA Draw

e ChemDraw

e theintegrated ChemDraw Tool
e Word

Markush groups CANNOT be detected from non-editable molecule images, such as
inserted PNGs, JPEGS, or SVGs.

Create an Individual R-Group (Markush Group)

Create from Specification Text
1. Locate the text in your specification that labels and describes your Markush group.
2. Select the label and description text.

3. Press Ctrl+Shift+R (Cmd-Shift-R for Macs)
OR

Select the Convert to R-Group option from the Terms menu
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Create in the R-groups Manager

1. Open

the R-groups Manager.

2. Click the +Add button or the Add New R-group option under the R-groups menu.
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| File Edit View Took Insert Format SReQmMpS Window Help

Tooma | Seduance: EENSEER Comao . 2
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Delete All R-groups
| — —_—

3. Enter your group name.

& " Document! - tooks

Fie Edt Veew Toos Insert Format R-groups Window Help

Add R-groui

Note that your group name can nest other R-groups (e.g., "R2 and R3"). Existing R-
groups nested this way will be individually tagged and will reflect name updates
wherever used.

Ctrl+Shift+= turns superscript style on/off. Ctrl+= toggles subscript style. Sub/superscript
styles can also be applied to selected characters using toolbar or popup controls where
provided.

4. Click the Save button.

5. Add descriptions for your R-groups.

Edit an R-Group (Markush Group)

1. Right click the label for the R-group you wish to edit in your specification text and select
the Edit R-Group option from the context menu
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OR Open the R-groups Manager, locate the entry for the desired R-group in the left-
hand sidebar listing, and click the edit pencil icon that appears on hover.
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2. Make the desired changes in the dialog presented.

Edit R-group Name

Cancel

3. Click the Save button.
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4. See Describe an R-group for description edits.

Describe an R-Group (Markush Group)

1. Open the R-groups Manager.

2. Locate and click the entry for the desired R-group in the left-hand sidebar listing or scroll

down the window to the description fields for the desired R-group.

3. Enter or update a description for your R-group in the description field provided.

[
£
=]
X
(53]

R'is a hydroxyal

4. Click the Add New Description control presented on hover for the last existing field to
add as many description fields as desired.

&9 " Document! - tool a
ew  Tool el Forr R f
R-groups
L R'
|
{.0
- s now Secrpon

5. Individual descriptions can be reordered and deleted as needed.

Flag Key R-Groups and Key R-Group Descriptions

1. Open the R-groups Manager.

2. Locate and click the entry for the desired R-group in the left-hand sidebar listing or scroll

down the window to the description fields for the desired R-group.
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3. Click the flag icon to the upper right of all R-Group description fields to flag the entire R-
group as key to your application.

4. Click the flag icon to the upper right of each key description.

- -
-~
)
~

Note that flagging is only visible within the Rowan Patents integrated drafting
environment. None of the data exported for filing will indicate which R-groups or
descriptions have been flagged.

5. To unflag a flagged R-group or description, click the flag icon again.

Merge R-Groups
1. Open the R-groups Manager.
2. Locate the entry for the desired R-group in the left-hand sidebar list.

3. Click and drag that entry up or down the list, and drop it onto the listing for the R-group
you want to merge it with.

|
pe ¢ Cola Bk

|

R'ﬁ

“’l)

R

4. Click the Merge button in the confirmation dialog.
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Merging R-groups

A 4 want to feplace "B th "R R D z o, ciRviagsw
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Cancel

5. The R-group label for the entry you dragged and dropped will be replaced with the label
for the target entry in all instances. All descriptions will be moved to the target R-group
and listed as such in the application.

R? Created: Aug 13, 20211157

R? is independently C;-Cg alkyl, C2-Cg alkeny!, C3-Cg cycioaiky!, Cg-Cig aryl.5-
to 14-membered heteroaryl and 3-to 12-membered heterocyelyl, each of
which is unsubstituted or substituted with one or more BRI

O

R? s independent y oxo, Ci-Cg alkyl, Ci-Cg haioalkyl, C2-Cs alkeny!, Cs-

Cg cycioalkyl, Ce-Cig aryl, 4- 1 10-membered heteroaryl, 3- to 12-membered
heterocyclyl, halogen, cyano, -C(O)H, -C{O)CHs, -C{O)OH, -C{O)OCHs, -
C{O)NH_2, -OH, -OCHgs, -OC(O}jH, -OC{O} CHs, -OC{O)NH2. -CF3, -CHF2, -CH2F,
-C(CHj3)oF, -C(CH3)F>, -SH, -S{O)H, -S(0)2H, -S(O}=NH)H, -S{0}aNH,, -NH-, -
NHC{O}H, -NHC(O)OH, -N(H)C{O)NH., -NHS(O)-H, -NHS(O)aNH-, or -P(O)
(CH3)o. wherein each Ci-Cg alkyl, C-Cg haloalkyl, C2-Cg alkenyl, Co-Cg alkynyl,
Cs-Cz cycloalkyl, Cs-Cyg aryl, 4- to 10-membered heteroaryl, 3- 1o 12-
membered heterocyclyl is unsubstituted or substituted with one or mere R"

Delete an R-Group (Markush Group)

Delete from the Specification
1. Locate the text for your R-group label in your specification.
2. Select the label text.

3. Select the Delete R-Group option from the Terms menu
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Delete in the R-groups Manager
1. Open the R-groups Manager.
2. Locate the entry for the desired R-group in the left-hand sidebar list.

3. Hover over the R-group entry and click the trashbin icon that appears on hover.

| €9 " Document! - tools
|

| file Ede View Tool Insert Format R-groups Window

r'

4. Confirm your deletion in the dialog presented.

Delete R-group?

=IC.yOu SJre yOuU wa 10 QeICIe K77 1 NeTC 1S N0 Unce

A This R-group Is used in the specification, so deleting it will break tags and
synced text associated with it.

Cancel

N\

5. Text previously tagged as R-group data will be highlighted in your application to
facilitate making the appropriate updates as you desire.

[0042] each R?® is independently C,-Cg alkyl, C,-Cg alkenyl, C;-Cg eycloalkyl, Cs-C,, aryl,5- to 14-

membered heteroaryl and 3- to 12-membered heteroeyelyl, each of which is unsubstituted or

substituted with one or more R%;
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Delete an R-Group Description

1. Open the R-groups Manager.

2. Locate and click the entry for the desired R-group in the left-hand sidebar listing or scroll
down the window to the description fields for the desired R-group.

3. Hover over the description you wish to delete.

4. Click the Delete description control that appears on hover.

5. Confirm your deletion in the confirmation dialog.

Delete R-group description?

& This description is used in the specification, so deleting it will unsync all of its

synced insertions.

6. Text previously tagged for the deleted definition will be highlighted in your application

to facilitate making the appropriate updates as you desire.
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Remove All R-Groups (Markush Groups)

1. Open the R-groups Manager.

2. Select the Delete All R-groups option from the R-groups menu.

’:lc Edt View Tools Insert Format 'R-groups| Window Help
2 _ N -
== Add N Bearous

Delete All R-groups

Note that this deletes data object tagging and data, but does not remove the tagged
text from your application.

3. Confirm your deletion in the confirmation dialog.

Cancel Yes, remove

4. Text previously tagged as R-group data will be highlighted in your application to
facilitate making the appropriate updates as you desire.

[0033] X* is —CR* or —N, wherein R* is hydrogen, C,-C, alkyl, cyelopropyl, or halogen;

[0034] R is C,-C,, alkyl, C;-Cg cycloalkyl, or 3- to 14-membered heteroeyclyl, each of which is
unsubstituted or substituted with one or more substituents selected from the group consisting of

-CH,F, -CHF., -CF;, halogen, C;-Cg cyeloalkyl, and hydroxyl;

Reorder R-Group Descriptions

1. Open the R-groups Manager.

2. Locate and click the entry for the desired R-group in the left-hand sidebar listing or scroll
down the window to the description fields for the desired R-group.

3. Hover over the R-group description you want to move. A drag handle will appear to the
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left of the description.

4. Use the drag handle to click and drag the description up or down in the description

order.

0 * Corisied Semeie Fie. ChinBrtticiaronitp « - @ )
|

+ Add

R-groups

5. Drop the description into the desired new position, as indicated by the insertion bar.

Insert R-Group (Markush Group) Information into an

Application

Insertion from the Right-Hand Sidebar
1. Make sure your cursor is at the desired insertion point in your claims or specification.

2. Click the Rx icon to expand the R-groups panel in the right-hand sidebar.

i
X

R-Groups JB=3
o

S

3. Click the Rx listed label to insert the label as a tagged data object.
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Note that labels with multiple descriptions will appear at the head of each description
option.

4. Click the description text or the insertion arrow to insert the description as an auto-
synced data object.

[0030] or a stereamomer, mtomet, o¢ phannaceytzall a I
[0031] wherein

| L ‘
[0032] Rf i:

| [0033] RYis NRURE _NRICIOR", NRISOR! -, .C(O)N RRE or -SO;N RIR?

14 s -NRERED _NRICIORT, -NRE S0.15-

ClOIN RRY, or -S0.X R¥5 s

R =

R-group Label Autotagging as You Type

1. Begin typing the desired R-group label. Note, you do not have to include sub-
/superscript styling as you type for autotagging.

2. Select from among the matching nicknames in the auto-complete menu presented

wherein wherein
el R?is|
|
2. A cuupound having Foi 2. A compound having For

OR

Finish typing the label and hit space.

3. When you type the space following your R-group label number, the typed label will be
tagged as a data object.
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Description Revision Data Synching

Note that all changes made using the R-groups Manager are automatically reflected across your
entire application.

1. If you type a change to the auto-synched R-group description data in your application,
the data will be highlighted as out of sync with the R-groups Manager data.

The content is out of sync with the R-group

Ba_cvume frnrm B rn me b = ms e e re o adite tn BoCremiime hansnoe R —_— Nalata cun
We-8ynC rom k-wroups Manage yne edits to R-Groups Mar age gnore sync Uealeie sy

[0041] each R®E is independently hydrogen, C,-Cg alkyl, C.-Cg alkenyl, C;-Cgeyeloalkyl, Cs-C,p
aryl, or 3- to 12-membered heterocyclyl, each of which is unsubstituted or substituted with one

or more R? ;
2. The menu provided while your cursor is within the auto-synched text will allow you to:
e Re-Sync from the R-groups Manager, undoing your change

e Sync edits to the R-groups Manager, storing your updates and reflecting them
across your application

e Leave the text as is and ignore synchronization going forward, untagging your

text, or

e Delete the synched text, removing the text altogether.

Now What?

Before you export for filing, you can use the Consistency Review tool to confirm you've
supported your novel compounds in your application.

Check R-group Support with Consistency Review

1. Open the Consistency Review tool from the Tools menu or the Review menu.
2. Select the R-groups tab.

3. Review the warnings for data that is not included in your claims and specification, and
correct your application by inserting R-group labels and descriptions into your claims
and specification as needed.
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Insert Text Describing a Range of Values

Generating a Range Description

1. Place your cursor at the location in your application where you wish to describe a range
of values.

2. Select the Insert > Range option under the Specification menu.
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Definition for Term
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3. Enter the desired parameters in the Insert Range dialog.

X
Insert Range

Item Reference ID No

protein SEQIDNO:2
Sequence From Sequence To Increment

70 20 5 [+ -]

90 100 2 oe
Prefix for Number Suffix for Number Separator

a1 ieoast =
Preview Q

Gengrat
The protein gescrided herein and used in the mothods of the &7
present invention is in one embogiment & protein naving 3t least

70%., ot least 75%. ot least 80%, oticast 85%. o1 least 0%, ot least
92%, ot least 94% ot lesst 96%, ot izast 98%. and 3t least 100%
simuarity with SEQ ID NO; 2.

Hint To edit the boderplate toxt g0 10 the meny "Tools > Seitings” or ¢lick here

Cancel

4. Click the Generate link to create Preview text.
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5. Modify the text in the preview field as desired.

6. Click the Insert button to insert the text at your cursor location.

OR copy the preview text and paste it where desired in your application.

Reviewing and Changing the Range Generation Settings

1. Click the Tools button in the toolbar and navigate to the Settings tab if needed

& Document Lip

& Document 2.rp - tocts - (W]

File Edit View Tocis Window Help

OR Select the Settings option under the Tools menu.

ne:xﬁcato" Drawings

Drawing Tool...
ChemDraw Tool...
Terms Manager..,
Sequences Manager...
R-groups Manager..
Compounds Manager..
My Profanity Lists

Consistency Review.

Settings... h
Claim Tree..
2. Locate the settings for generating Range description text.

3. Review and make your desired changes using the controls.
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Modified settings will be stored as part of your user setup. Changes made in one
application will be reflected across newly inserted ranges in all applications.

Range descriptions already inserted are not updated by settings changes.

Insert Text Describing a Combination of Items

Generating a Combination Description

1. Place your cursor at the location in your application where you wish to describe a
combination of items.

2. Select the Insert > Combination option under the Specification menu.

Specification Drawings Terms Review Window Help

Mew Independent Claim Image...

MNew Dependent Claim r Special Characters...
Duplicate Claims Inline Equation...
Delete Claims Inline Chemistry...
Generate from Selected Claims » Standalone Equation...
Auto-Indent Claims Standalone Chemistry...

Generate Figure Description Definition for Term

Renumber Parts Parts List
Claims
Insert » Range.
Formet ' Combination... [\
|

Y

3. Enter the desired parameters in the Insert Combination dialog.
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4. Click the Generate link to create Preview text.
5. Modify the text in the preview field as desired.

6. Click the Insert button to insert the text at your cursor location.

OR copy the preview text and paste it where desired in your application.

Reviewing and Changing the Combination Generation Settings

1. Click the Tools button in the toolbar and navigate to the Settings tab if needed
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OR select the Settings option under the Tools menu.
Jooks Jpecification Drawings
Drawing Tool...
ChemDraw Tool...
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Settings.. b
Clamm Tree..

2. Locate the templating controls for a Combination.

3. Review and make your desired changes using the controls.
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Modified settings text will be stored as part of your user setup. Changes made in one
application will be reflected across newly inserted combinations in all applications.

Combination descriptions already inserted are not updated by settings changes.

Quickly Generate Table Content

Inserting Generated Table Content
1. Place your cursor where you wish to insert your table.
2. Click the Insert Table control in the toolbar.

3. Click the More Options control.
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4. Inthe Insert Table dialog, click the Generate Table Content link.

Insert Table

Cancel InseriTable

5. Use the controls presented in the Generate Table Content dialog to build your table
content. These controls are described in detail below.

Last update: August 20, 2025 Release: 3.30 Page 82



Generate Table Content
- e
z A B
-
s b Al
br Amx
L bt
L]
e b.t Az
co
e 3 3 Ass
v L b Cr
~ 3 bz Al
> > 5> 33 b A
o m
E; Sep
" Mo repo
3
oy — . Prots
‘\
77‘" A M
1 value v
o
4
0 COMMNN MO Pratis
~
Moae
[ Fope ~ x}‘,_,' ot )
o e Comdne Al anerot um
Ho repeat ﬂg :
s m

A preview of your table is provided in the right-hand portion of this dialog.

6. Once your table meets your needs, click the Generate Table button. Your table will be
inserted at your cursor location.

Description of Content Generation Controls

Add and Remove Columns

These controls are provided after each set of column parameters as shown, allowing you to add
additional columns at that insertion point, or remove the column defined above. Note that the
first column cannot be removed.

Column Type

This dropdown control allows you to select from among List, Range, and Fill Value types of data
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to be generated for each column. These types are described in more detail below, with respect
to the parameters available for each.

Column Header

This text entry field allows you to assign header text that will appear at the top of the
generated table for each column.

Prefix

This text entry field allows you to enter a text string that will appear as a prefix to the cell
entries generated for that column based on the parameters below.

List Type and Parameters

Lists provide a set of increasing, non-repeating, alphanumeric values based on the following
parameters.

e Start At - An integer value that may be typed or adjusted with arrows, indicating a list
position at which generated list data will begin. The actual generated data will depend
on the Number Style selected. E.g., a Start At value of "2" may yield a list datum of "2.",
"02.", "B.", "b.", "I.", or "ii.".

® Increment - A numerical value that may be typed or adjusted with arrows, indicating a
list position interval between each generated list datum. The actual generated data will
depend on the Number Style selected.

e Number Style - A dropdown control providing numbering style options as follows:
o Decimal-"1."
o Decimal with Leading Zero - "01."

o Lowercase Roman -"i

o Uppercase Roman - "I."
o Lowercase Latin - "a."

o Uppercase Latin - "A."

Range Type and Parameters

Ranges provide increasing sets of numeric values that may repeat in combination with other
column types if so defined, based on the following parameters.
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e From - An integer value that may be typed or adjusted with arrows, indicating the
number at which the range will begin.

e To - Aninteger value that may be typed or adjusted with arrows, indicating the number
at which the range will end.

® Increment - An integer value that may be typed or adjusted with arrows, indicating the
interval between range elements between the From and To values.

e Mode - Instructs the generator whether or not to repeat the numeric range values, as
follows:

o Combine - The generator creates a table including all of the possible
combinations of the listed values with other column data, based on other
column settings.

o Repeat - The generator repeats the range as many times as will fill the rows
generated, based on other column settings.

o No Repeat - The generator lists each element of the range once in that column. If
more rows than values are generated, the extra cells in this column will be left
empty.

Fill Value Controls

Fill Value allows you to type a comma-delimited set of text strings that may repeat in
combination with other column types if so defined, based on the following parameters.

e Fill Value - A text entry field where you may type your desired values (text strings), with
separate elements delimited by commas.

® Mode - Instructs the generator whether or not to repeat the values listed, as follows:

o Combine - The generator creates a table including all of the possible
combinations of the listed values with other column data, based on other
column settings.

o Repeat - The generator repeats the list of values as many times as will fill the
rows generated, based on other column settings.

o No Repeat - The generator lists each value once in that column. If more rows
than values are generated, the extra cells in this column will be left empty.
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Table Length Settings

e All Ranges - Instructs the generator to create a table that contains all values generated
based on the column parameters, regardless of table length.

e Set Number of Rows - Instructs the generator to limit the length of the table to a

number of rows based on a number you type or use the arrows to adjust in the field
provided.

Now What?

These tables can get rather lengthy rather quickly. To save page space, you may wish to apply
multi-column formatting to them once they are generated and part of your specification.
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Get Help or Provide Feedback

1. In any Rowan Patents window, select Rowan Patents Help from the Help menu.

&9 Rowan Patents

Eds Vew Window

Rowan Patents Help

Capture Log File }

2. Our help interface will open on the right-side of your window.
‘®
p 4
R*
]
o

ROWAN

Hi Laura §
How can we help?

Search for help

Uting Terma in Rowan Patents Drafting
Format Application Test

Editing Stencils >

Ask a question

3. Use this interface to search our library of help articles or speak to our support team to
ask questions, provide feedback, or report issues.
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Get Help from the Landing Screen

1. Inthe Rowan Patents landing screen, click on the desired help option, either Patent
Application Help or Office Action Response Help.

&9 Rowan Patents - 0 X

, Rowan Patents

2009526

Draft Patent Applications

2. Select from among the options provided, including:

a. Links to topical article collections in our Intercom Help Center library

b. Contact Support - send an email to feedback@rowantels.com

c. Rowan Patents Help - Open the Intercom help interface, as seen above
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Contact Rowan Patents, part of Clarivate

We are always happy to speak directly with you to address any questions, feedback,
suggestions, or requests you may have. In addition to the steps above, you can reach out to us
as follows.

e Provide feedback and request features at feedback@rowantels.com

e Contact our Customer Success Practitioner at steve.kirkwood@clarivate.com

e Request a 15, 30, or 45 minute informational or help session using the links below:

o https://meet.intercom.com/skirkwood/15min

0 https://meet.intercom.com/skirkwood

o https://meet.intercom.com/skirkwood/45min

All information in this manual is also available and evergreen in our online help library at

https://intercom.help/rowanpatents/en/collections/1625737

Last update: August 20, 2025 Release: 3.30 Page 89


mailto:feedback@rowantels.com
mailto:steve.kirkwood@clarivate.com
https://meet.intercom.com/skirkwood/15min
https://meet.intercom.com/skirkwood
https://meet.intercom.com/skirkwood/45min
https://intercom.help/rowanpatents/en/collections/1625737

