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SequenceBaseéDerwent Innovation

AeSlIEERICRATE=—X SequenceBase

— — ' 3 — —aea o akeshi v NI~ — Rty =
Eﬁ%ﬁﬁw,&119* Eg [ | ﬁﬁwrﬂﬁt £ Derwent'SequenceBase PROJECTS MY PATENTS MY d Dwent UH—FAAE  PH—ER v —2—XERHHER ZREE, Takeshl v | Ak | J4—F/yo | BAEv | O
41 AT vl T
P“ .ﬁﬁ 1 Fﬂ ’_—$“ el nnovauon
; ’.b |% Dﬂ%ﬁ Selected Project: 20200728 (created on: July 28, 2020); Current Folder: default

Ssummary  Search  Evaluate [fJ ~ Documents  Reports _ Seq u e n Ce Ba Sewm%ﬁi 7‘\55';:%‘

Search a nucleotide database using a nucleotide

— . [ WOGENE  { wozo101arera™ CHIMERIC ANTIGEN RECEPTOR SPECIFIC FOR - TXIC.ELL;A
INTI Julie; ME!

BHEXRBESHS ]

USGENE US20190307797 | CHI . Medizin i
A = Derwent Innovation |

= = 3 CO—IL KD RDD

| DZEFFFFOLI—RA
Enter sequence(s) upload from file, sele USGENE US10434153 B1 frol NO ASSIG

~
DIOMTOSPSSLSASLBERYSLTCRASGD] GESLNY tos IJ /a U“Jagib

PPTFGAGTKLELKRADAAPSVE 1 FPPDEGLKSGT) |

BFEHRR (B4:E)

DB FARZTOEFETFRAN

Query

KVYACEVTHOGLSSPYTHSFNRGEC US20190202564, IL6R BLOCK CAR-T TRANSGENIC VECTOR FOR United Stat i:é\::jgf
nite ates
USGENE ~ “S=s=sonizisss ALLEVIATING CRS, PREPARATION METHOD THEREOF,
Al PR — = SHANGHA s v aricwmanze LR RS REAORRES LU
) tQ BEBEEERE. = =
]

& Target Sequence Length Min: Max:
=t = R R R
MACHBEIED  mrgsomER

EEERID praSRESHR SequenceBase T BiEALSIT —HEIRFE
S E T
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(Clarivate) S —DOR—2 v O%F) DOESIT—5Z2TUNER (SEQ IDUX b (EBEFiL NR—2w O ISR DT —
FIR) 72 TRLK) L. AFICLKBFIR (REB) MMTFlrsnTunxEd, AL \ze., RO EE
UREREARI (F1981FLUP# (GBKIERE) ([CHWISETERULC
BEISEE 28— E EEHD
GENESEQ GENESEQMDEENRDTZE . AFFIRIEIRKRINER. 2 0—) LD ZIRZR.
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] Nz, 20—/ VUEFHSORMESIT—Y0o0—"J>0 T 7 1)L (UREREAR] | GENESEQ& —#&(CHRZERT B,
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UREREARE] (& 1981 LIF
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WOGENE WIPO. B, BA. #@E. R+ VETAMSNIEHFORST -2z, | TEEOSRESIZRE.
UREREARE] (F 1964 FELIZ
B ) _
(SequenceBase) | ) 201 74E B ) hF5 (20034 LU S EFEINER.
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IEAFEF SRR DB S 5 — & (CARZR
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GENESEQ Sequence Capture — WO docs Q3 2017

32.1%
Sequences in
text™

7.4% With
seguences in
PDF or TIFF
image

*for some of the patents in the ‘Sequences in text’ only category, sequence
listings files are available via manual searching using the patent number on
WIPQ, but are not present in the auto-download of Sequence Listing data from
WIPO.
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GENESEQ>—%4 : {fHilMlfiE 1> 5>V

ClarivateEFIF— Al Ev bUTZEYIDOREIE = IEEZ
GENESEQ DI DIEHRZENLU TWET,

BCHIDEREA : BeFIhMEI T \ \
e aseasy. ||
FustecSONOMOHKss oo Lt L

Sequence description Human G-protein- coupled receptor (hARE-3) coding sequence, SEQ ID 1. /

1 Azar . emamiss,

ARE-3; G-protein coupled receptor gene; GPCR; diagnostic test; drug discovery; drug screening; gene! ss; therapeutic

Rl ENEEBECE DN
fEARZRBIFEIAF—D —

R KDOEEHEHDOSE
BRZTOIED. B
EBEOEWEDIC T A —
PRI BEHICHER%E

TJAIAITTBIRE
(CFIRULZEY,

Example 1; SEQ IDNO 1; 146p; English.

Screening candidate compound to identify pharma

ical ags

BRHEZE A DECTIDALE : BeHINFEKIRICH D o
MNESHZEMDZEEFEETY., Koo EU | 4

_ endogenous human, involves contacting candidate compoun T e — N — i A\

DWPI&FA ML : AU mmpgmd (Published application) : ° R [CEBEO C ETHAZENTER | [
FIFHI A BMLELEDE ' ' ER
BRIRBRICIRDLDIC EPO
=4 o \
= D n_CL EER Chen R; Lowitz K; Behan DP; Liaw CW; Chalmers DT

Assignee(s) AREMNA PHARM INC

Publication information [More] P\JaeklLOlEY ] 2010-12-22 (Download XML, DERWENT INNOVATION, Espacenet)

Cross references PC_EMCPRO:NCEI gi15321724; PC:NCEI gi15221722; GENBANK AL022279; P-PSDE AYN22058; WPl 2010-Q55957/01

Comments [More] The present invention relates to a method for screening candidate compounds to identify a pharmaceutical agent for

decreasing camptothecin {(cAMP] in cells endogenous T-cell death-associated gene 8 (TDAGE), a G-protein- coupled

*iﬁ“@'l%*ﬁ/ﬁ/\@*ﬁﬁ’;ﬁﬁg receptor (GPCR). The method involves: (a) contacting thecandidate compounds with host cell or their membrane
Derwent InnovationL-J— R
(CREE(CU>OULT, )T

I7 )2 ZHR TEFTT,

functionality of the receptor, where the metheod involves identifying an inverse agonist of the receptor. The host cell isa

rmammalian host cell or a yeast host cell. The method of the invention is useful: for the direct identification of candidate

J .
% Derwent

compounds as receptor agonists, inverse agonists or partial agonists having potential applicability as therapeutic
agents; to determine related disease/disorder states which are associated with the expression andfor over-expression of
the receptor; for treating diseases related to human Gprotein-coupled receptor; for the ...

i
1)

comprising ligand-independent active hTDAGS; and (b} measuring the ability of the compound or compounds tosrhibit— SYFENE ST IRET

BECHI D= "k
> =T ADHEL &

I DICHICKREIZ
HTEXT.
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GENESEQ>—% : f4nlfife 1> 5>

Commenis [Less]

Feature table

. Derwei| SavetoPDF

|

Back to Projects

The present invention relates to a method for screening candidate compounds to identify a pharmaceutical agent for
decreasing camptothecin (cAMP) in cells endogenous T-cell death-associated gene & (TDAGE), a G-protein- coupled
receptor (GPCR). The method involves: (a) contacting thecandidate compounds with host cell or their membrane
comprising ligand-independent active hTDAGS; and (b} measuring the ability of the compound or compounds to inhibit
functionality of the receptor, where the method involves identifying an inverse agonist of the receptor. The host cell isa
mammalian host cell or a yeast host cell. The method of the invention is useful for the direct identification of candidate
compounds as receptor agonists, inverse agonists or partial agonists having potential applicability as therapeutic
agents; to determine related disease/disorder states which are associated with the expression and/or over-expression of
the receptor, for treating diseases related to human Gprotein-coupled receptor,; for the development of pharmaceutical

compositions against diseases and disorders associated with the G protein-coupled receptor (GPCR). The present

sequence is @ human orphan G-protein- coupled receptor (GPCR) mutein sequence used in the invention. ([CENEE

protein sequence given in the sequence listing {see AYN23064), and the information provided in example 2 of the

present sequence is not shown in the specification but is derived from the human G-protein- coupled receptor (GPCR) P2 BECIGCU T, FE

protein HUiE . BRRE -

Homo sapiens; Synthetic \ J1ILZUT { \

. N EJEET I, BFAcHIFR. FO>O—R
SN J/=PDF XTI TIFFIE/SR

»GENESEQ | AYN232132 |protein|seguence from EP2264068 %ﬂ\ bt@agu\ gt(auﬁng

MESSFSFEGVILAVLASLITATHNTLVAVAVLLLIHKNDGVSLCFTLNLAVADTLIGVALSG < —1 SA LY |
LLTDQLSSPSRPTQKTLCSLRMAFVTSSAAASVLTYVMLITFDRY LALKQP FRYLEIMSGF (; E&)Lgsnt 5EE§J (3:

VAGACTAGLWLYSYLIGFLPLGIPMFOQTAYKGQCSFFAVFHPHRVL TLSCVGF FPAMLL a_/\_c G EN ES E(Q_C‘]‘Iyﬁi é
FWFFYCOMLKIASMHSQQIRKMEHAGAMAGG YRSPRTPSDFKAKRTVAVLIGSFALSWTR ﬂ_C LY gs 3_ o

FLITGIVOVACQECHLYLVLERYLWLLGVGNSL LNPLIYAYHQKEVRLQLYHMALGWEKY
LTSFLLFLSARNCGPERPRESSCHIVTISSSEFDG

Key Location Feature
Misc-difference 224 note: "Wild-type Leu substituted by Lys"

Sequence 335 AA; 20 A0 13 R; 6N, TD 0B 10 C 12 BE;0 2,21 G; 8 H; 200 F;l%ﬁ'éi'é . 4#(—¥ﬁfﬁ.'|ﬂi(—|¥]ﬁ
. R (. (&

27V 0 Others; 95, B DEY)FRIC
GENESEQ; PROTEIN BERQMEYZIRRUET,

A
i

REEBDAE :

(BI5HY) 73S 7%& scEx
LTWET,

' JT
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SequenceBaseDIRFZE7ZIIUX

& 1 DOEHCDODWVWTHERESRZR

BRE7ZINIVX L 48 EFh- 38R FIREm

BLAST [EHEIAERIMECEVT, FEUEHZIRRUET RZRDOATS 3> REFBERFEDBUNELING  ERE TIRRZEFERL,

(352853, EMARCHOVWTEEENRIRZR IV TV Lo VAN, SBESRICBD.
HRMEODATT (—E A—E F8ME) (CBures>+>,

Smith- BHAAERTECEWT, FAUULEYT 2RZRUET, BAlottiaSY  BIEMICHREZRL. BLASTLD
Waterman AF2YH(CBIBEMICITV. BLASTEDIRZRICA USRI EINDET, DUBSRINEDNS,
HEMOZAD7 (—3 A5 FBOE) (CBUWeS>+>7,
BATJEERIRER, B\ EHIBRFRE],

BESTSeq® SequenceBase'FFLIT7ILIUZ L, TIERI(ARZRU. BLASTLD
HEREIMEDRITE . BLFDBVDE (BLHIRFOIANYF. AR BTFEREIENS,
K) Z5tE. BURHITHREINE. LATy NUZESSIZE 6. FiL

by hUTZECHZZENNU THR. FHEWECHIBIRFR A,
HEEMAEDORATY (—HUEREDE) CBVWTEEI1vh (%IDD
1) 3B ZIRR. =671y NI BETZ2iRR

2 Clarivate”

EEREY e REITURVZE/NRICT DI fEDN
B0 FATHA TR EFOABIBAEEBD TS [CLLMEDN
50

SIRNAD ISR FEVECH TIRZR I BB ],

BEEQACHZ RBITIRIZE/NRICT BIeHITEDN
Do FATHA IO A EF OB IAEEBD T3 (CLLAEDN
50

SIRNAD LS FEVECHI TIRZR I BTEE T,
FTE—HI AN EARRUI WG E(CER)
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SequenceBaseDIRFEFIIVX A
BB OEF TR S

BREFZNIVXA ttidH EFh- 38R FIREm

MSS Smith-WatermanzBAW\ T, B8 DEHIIIU-THRFELFT. 5z ELHOEIEE BIUNHBAICEC RS TVDHUUADCDR, BRS/FAS1K,
(Multiple X 6 DOECHITIRZRL, TNSR TZEVIFTI 2 IRLE T, 18R TAARZTIAZR, TSR METNAREDELT 21528,
Sequence fESR(C(FRFTF AN R RENE T, RERIHE

Search)

BEUECH 2 S OHECHI 2R

BREFZNIVX A ttidH EFh- 38R FIREm

MOTIF BEUEPT CEENAR 4 BB ZIRZRUE T, BHEMUETHREDERR: 4l
N&H3/\U7> bz BoFd0IC PIBEE (EINTIEE)
& SAIS[LQ]EP =SAISLEP#/z(£SAISQEPH Y~

AISh Q7= /8 (EUAR)
RPVQ.RI=RPVQARI, RPVQGRIRE

& -0 — PR
REPNIUZA 483 EFi - 537 FBBE

Keyword Patent number, sequence key, assignee, inventor, date’d  YFEDES. $FEFLITZIRZR  $FEDES. $FFEIZ /A ARMRZRUEWNGES
ETRELET,

2 Clarivate”
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2 Clarivate”

1.

2.

ACH TR T ORI BEIRER
1-1. JTVESH 1 DOMBREIMERSR  FRERDT =/ BEACS
1-2.7TECHHEZR DB RIIERER | FLADCDRZIRZR

SequenceBaseTi&%#%& = Derwent Innovationn

EET -V ettt - IS EA X B RS KRG - EINE
FORIFTOBCY | HERD

Derwent InnovationTi8%4#%& = SequenceBaseN
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FTEJAN =33

1. BEcHI4F5 TR
1-1. JTVES 1 DOMEEMERSR @ FURERO 7/ EEACS

DIQMTQSPSSLSASLGERVSLTCRASQDIGSSLNWLQQGPDGTIKRLIYATSSLDSGVPKRFSGSRSGSDYSLTISSLE
SEDFVDYYCLQYVSSPPTFGAGTKLELKRADAAPSVFIFPPDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN

SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

1 - 2. JIVECHHEZOHEEHERER  FUADCDRZIRZR

o CDR1 : GFTFDDYAMH
o CDR2 : AITWNSGHIDYADSVEG

o CDR3 : VSYLSTASSLD

EBT Y ettt - IRIE1E X B FERS KB G - BIVESFORFETOBCY D

2.
Covid-19B3E DY % Derwent Innovation T/&%=SequenceBase THC%! i

2 Clarivate”
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Summary

> IV TV VMRREE

Search

Evaluate

Documents Reports

Search a protein database using a protein query

f
BlastP - Smith-Waterman = MOTIF ~ M55 - Keyword BESTSeq® ~
Newsearch | Nucleotide 6 FEFRDIRZR 7L T X

Protein 4\\
\_ | Query OIRE VTV X LZZIER

Clear

Enter sequence(s) upload from file, select previously used or choose from My Pater

DIGHTOSPEELEASLGERYELTCRASGDT GEELNWLOAGPDGT IKRLT Y ATSELDEGYPERF SGERE

DY CLOYYEEPPTF GAGTKLELKRADALPSYF IFPPDEQLKSGT ASVY CLLNNFYPREARN ONEYDN
DETYELEETLTLEKADY ERHEY Y ACEYTHAGLESPY TREFHRGED
QEH = DHTD
Target Sequence Length Min Max
Subsequence From To

Low-complexity filter Automatically adjust parameters for short input sequences

Ew MEED LR 1

¢ Alzorithm parameters FOREEE

BLASTIRZR(CHNZ T, RXREFMHE(CEZ 15
JE*@* KD IFHEIMERZFDIZHIC.

RICETITDEIORBLNTZ
Smlth Waterman7)L U X LhYiE
IREJEET I,

SequenceBaselt EMBESTseq(d&E
Ja v NI BEHIDHZFANRTZNEF(C
S AVESY- -

MSS (Multiple Sequence Search)
(CXD. MEELTF. ZEREEA.
RO — TCL EDFFFETNDIZHI(C2
~6fEDECH Z EF (C18FRT DN
OJEEC Y,

¢ Additional search options Be > 7 Y EDREEE
WOGENE)

}atents Defaults

(I #JL MEGENESEQ, USGENE,
m ﬁ ®Search
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REFERIHRTER D P DEWIRIC

v NSl ZRER :

FSA A N, BFFIER. EEHRERG SR TR, BE<ER
‘ *ﬁ%%ﬁ% ch parameters  Select another search  Update results  Rerun

¥+ Details

Toggle visible columns ~

EXPAND ALL

Alignment

TIAAD MOMER

1

3

17

23

18

23

=

=

=

=

=

ALIGNMENT

O BAMTREPSSLSASLGERYSLTCRASAD] GESLNWLRRGPDGTIKRLI YATSELOSGE VPR
DI OMTRSPSSLSASLGERVSLTCRASAD| GSSLHNLARGP DGT IKRLI VAT SEL0SG VPR
DI OMTRSPSSLSASLGERVSLTCRASAD| GSSLHNLARGP DGT IKRLI VAT SEL0SG VPR

RFSG5REGE0YSLTI SSLESEDFYDYYCL @Y WSSPPTFGAGTELELKRADAARPSYF I FPP
RFSGSREGSDYSLTISSLESEDFYDYYCL AYYSSPPTFGAGTELELKRADAAPSYF I FRP
RFSGSREGSDYSLTISSLESEDFYDYYCL AYYSSPPTFGAGTELELKRADAAPSYF I FRP

~OEALEEGTASMYELLNKFYPREAENOWKE YONALO SGHERESYTERDSKDE TYSLESTLT
DEALKS GTASYYCLLNKFYPREARYOWE YONALD SGHSRESYTERDSKDSTYSLESTLT
SOEALKSGTASYYCLLNKFYPREARYOWE YONALD SGHSRESYTERDSKDSTYSLESTLT

LSKADYE KHEVYACEVTHAGLSSP YTESF HRGEC 213
LSKADYE KHEVYACEVTHAGLSSP YTESF HRGEC
LSKADYE KHEVYACEVTHAGLSSP YTESF HRGEC 323

ED

[:¢:]

20

¥ Filters Seqs: 250 Redundant: 2477 Docs: 1096 Families: 494
Add selected [ Add all Download ~ l Display mode: | basic ®
Showing 1 to 50 of 250 entries
SEQUENCE KEY MOLECULE ORGANISM LENGTH + SCORE QUERY ALIGN POSITIVES QUERY DOCUMENTS FAMILIES EXPAND ALL
TYPE %o 1D % ID k] COVERAGE
Artificial Sequence; Homo sapiens;
SENPOODIJHAWS Protein Not provided; synthetic construct; 214 1080 100.00%% 99.53% 99.53% 100.00% 18 8 Hide
Unidentified
Identical Sequence Appears in 16 documents (16 Applications + 0 Patents + 0 Unknown).
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